675 680 685 

Glu Glu Ala Val Ala Phe He Glu Arg Tyr Phe Gin Ser Phe Pro Lys 
690 695 700 

Val Arg Ala Trp He Glu Lys Thr Leu Glu Glu Gly Arg Lys Arg Gly 
705 710 715 ^ " 720 

Tyr Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Asn 
725 730 " 735 

Ala Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn 
740 745 750 

Met Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val 
755 760 765 

Lys Leu Phe Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu Leu Gin 
770 775 780 

Val Ala Asn Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala Glu Glu 
785 790 795 800 

Val Ala Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro Leu Ala 
805 810 " " 815 

Val Pro Leu Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu Ser Ala 
820 825 * " 830 

Lys Gly His His His His His His 
835 840 

<210> 2814 
<211> 2643 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 2814 

atgggtgcgg atattggtga cctctttgag agggaagagg tcgagcttga gtacttctca 60 
ggaaagaaaa ttgccgttga tgctttcaac acgctatacc agt teat etc gataataagg 12 0 
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cagcctgacg gtacgccgtt 


aaaggactca 


cagggcagaa 


tcacctctca 


cctttccgga 


180 


atcctataca gagtctccaa 


catggtcgag gtgggaatca 


ggccggtgtt 


tgtattcgac 


240 


ggagagccac cggagttcaa 


gaaggctgaa 


attgaggaga 


ggaaaaagag 


aagggctgag 


300 


gcagaggaga tgtggattgc 


ggctttgcag 


gcaggagata 


aggacgcgaa 


aaagtatgct 


360 


caggctgcag ggagggttga 


cgagtacatt 


gttgactccg 


caaagacgct 


tttaagttac 


420 


atggggattc cctttgtcga 


tgccccgtct 


gaaggagagg 


cgcaggctgc 


ttacatggca 


480 


gcaaaaggcg atgtggagta 


cacaggaagc 


caggattacg 


attctctgct 


cttcggaagc 


540 


ccgagactcg ccagaaatct 


cgcaataacg ggaaaaagga 


agcttcccgg 


caaaaatgtc 


600 


tatgtggatg taaagccgga 


gataataatt 


ctggaaagca 


acctcaaaag 


gctgggtttg 


660 


acgagggagc agctcatcga 


catagcgatt 


ctggtcggga 


cggactacaa 


tgagggtgtg 


720 


aagggtgtcg gcgtcaagaa 


ggctttgaac 


tacatcaaga 


cctacggaga 


tattttcagg 


780 


gcactcaagg ctctgaaagt 


aaatattgac 


cacgtagagg 


agataaggaa 


tttcttcctg 


840 


aatcctcctg tgactgacga 


ctacagaata 


gagttcaggg 


agcctgactt 


tgagaaggcc 


900 


atcgagttcc tgtgcgagga 


gcacgacttc 


agcagggaga 


gggtcgagaa 


ggccttggag 


960 


aagctcaaag ctctgaagtc 


aacccaggcc 


acgcttgaga 


ggtggttcct 


ggaggaggcc 


1020 


ccctggcccc cgccggaagg 


ggccttcgtg ggcttcgtcc 


tctcccgccc 


cgagcccatg 


1080 


tgggcggagc ttaaagccct 


ggccgcctgc 


aggggcggcc 


gcgtgcaccg 


ggcagcagac 


1140 


cccttggcgg ggctaaagga 


cctcaaggag gtccggggcc 


tcctcgccaa 


ggacctcgcc 


1200 


gtcttggcct cgagggaggg 


gctagacctc 


gtgcccgggg 


acgaccccat 


gctcctcgcc 


1260 


tacctcctgg gcccctcgaa 


caccaccccc 


gagggggtgg 


cgcggcgcta 


cgggggggag 


1320 


tggacggagg acgccgccca 


ccgggccctc 


ctctcggaga 


ggctccatcg 


gaacctcctt 


1380 


aagcgcctcg agggggagga 


gaagctcctt 


tggctctacc 


acgaggtgga 


aaagcccctc 


1440 


tcccgggtcc tggcccatat 


ggaggccacc 


ggggtacggc 


tggacgtggc 


ctaccttcag 


1500 


gccctttccc tggagcttgc 


ggaggagatc 


cgccgcctcg 


aggaggaggt 


cttccgcttg 


1560 


gcgggccacc ccttcaacct 


caactcccgg gaccagctgg 


aaagggtgct 


ctttgacgag 


1620 


cttaggcttc ccgccttgaa 


gaagacgaag 


aagacaggca 


agcgctccac 


cagcgccgcg 


1680 


gtgctggagg ccctacggga 


ggcccacccc 


atcgtggaga 


agatcctcca 


gcaccgggag 


1740 


ctcaccaagc tcaagaacac 


ctacgtggac 


cccctcccaa 


gcctcgtcca 


cccgaggacg 


1800 


ggccgcctcc acacccgctt 


caaccagacg 


gccacggcca 


cggggaggct 


tagtagctcc 


1860 


gaccccaacc tgcagaacat 


ccccgtccgc 


acccccttgg 


gccagaggat 


ccgccgggcc 


1920 


ttcgtggccg aggcgggttg 


ggcgttggtg 


gccctggact 


atagccagat 


agagctccgc 


1980 
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gtcctcgccc acctctccgg ggacgaaaac ctgatcaggg tcttccagga ggggaaggac 2040 

atccacaccc agaccgcaag ctggatgttc ggcgtccccc cggaggccgt ggaccccctg 2100 

atgcgccggg cggccaagac ggtgaacttc ggcgtcctct acggcatgtc cgcccatagg 2160 

ctctcccagg agcttgccat cccctacgag gaggcggtgg cctttataga gcgctacttc 2220 

caaagcttcc ccaaggtgcg ggcctggata gaaaagaccc tggaggaggg gaggaagcgg 2280 

ggctacgtgg aaaccctctt cggaagaagg cgctacgtgc ccgacctcaa cgcccgggtg 2340 

aagagcgtca gggaggccgc ggagcgcatg gccttcaaca tgcccgtcca gggcaccgcc 2400 

gccgacctca tgaagctcgc catggtgaag ctcttccccc gcctccggga gatgggggcc 2460 

cgcatgctcc tccaggtcgc caacgagctc ctcctggagg ccccccaagc gcgggccgag 2520 

gaggtggcgg ctttggccaa ggaggccatg gagaaggcct atcccctcgc cgtgcccctg 2580 

gaggtggagg tggggatggg ggaggactgg ctttccgcca agggt caeca ccaccaccac 2 640 

cac 2643 

<210> 2815 
<211> 881 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 2815 

Met Gly Ala Asp He Gly Asp Leu Phe Glu Arg Glu Glu Val Glu Leu 
15 10 15 

Glu Tyr Phe Ser Gly Lys Lys He Ala Val Asp Ala Phe Asn Thr Leu 
20 25 30 

Tyr Gin Phe He Ser He He Arg Gin Pro Asp Gly Thr Pro Leu Lys 
35 40 45 



Asp Ser Gin Gly Arg He Thr Ser His Leu Ser Gly He Leu Tyr Arg 
50 55 60 

Val Ser Asn Met Val Glu Val Gly He Arg Pro Val Phe Val Phe Asp 
65 70 75 80 

Gly Glu Pro Pro Glu Phe Lys Lys Ala Glu He Glu Glu Arg Lys Lys 
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85 



90 



95 



Arg Arg Ala Glu Ala Glu Glu Met Trp lie Ala Ala Leu Gin Ala Gly 
100 105 110 



Asp Lys Asp Ala Lys Lys Tyr Ala Gin Ala Ala Gly Arg Val Asp Glu 
115 120 125 



Tyr lie Val Asp Ser Ala Lys Thr Leu Leu Ser Tyr Met Gly lie Pro 
130 135 140 



Phe Val Asp Ala Pro Ser Glu Gly Glu Ala Gin Ala Ala Tyr Met Ala 
145 150 155 160 



Ala Lys Gly Asp Val Glu Tyr Thr Gly Ser Gin Asp Tyr Asp Ser Leu 
165 170 175 



Leu Phe Gly Ser Pro Arg Leu Ala Arg Asn Leu Ala He Thr Gly Lys 
180 185 190 



Arg Lys Leu Pro Gly Lys Asn Val Tyr Val Asp Val Lys Pro Glu He 
195 200 205 



He He Leu Glu Ser Asn Leu Lys Arg Leu Gly Leu Thr Arg Glu Gin 
210 215 , 220 



Leu He Asp He Ala He Leu Val Gly Thr Asp Tyr Asn Glu Gly Val 
225 230 235 ' 240 



Lys Gly Val Gly Val Lys Lys Ala Leu Asn Tyr He Lys Thr Tyr Gly 
245 250 255 



Asp He Phe Arg Ala Leu Lys Ala Leu Lys Val Asn He Asp His Val 

260 265 270 

Glu Glu He Arg Asn Phe Phe Leu Asn Pro Pro Val Thr Asp Asp Tyr 

275 280 285 



Arg He Glu Phe Arg Glu Pro Asp Phe Glu Lys Ala He Glu Phe Leu 
290 295 300 



Cys Glu Glu His Asp Phe Ser Arg Glu Arg Val Glu Lys Ala Leu Glu 
305 310 315 * 320 



Lys Leu Lys Ala Leu Lys Ser Thr Gin Ala Thr Leu Glu Arg Trp Phe 
325 330 335 
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Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu Gly Ala Phe Val Gly Phe 
340 345 350 



Val Leu Ser Arg Pro Glu Pro Met Trp Ala Glu Leu Lys Ala Leu Ala 

355 360 365 

Ala Cys Arg Gly Gly Arg Val His Arg Ala Ala Asp Pro Leu Ala Gly 
370 375 380 



Leu Lys Asp Leu Lys Glu Val Arg Gly Leu Leu Ala Lys Asp Leu Ala 

385 390 395 * 400 

Val Leu Ala Ser Arg Glu Gly Leu Asp Leu Val Pro Gly Asp Asp Pro 

405 410 415 



Met Leu Leu Ala Tyr Leu Leu Gly Pro Ser Asn Thr Thr Pro Glu Gly 
420 425 430 

Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr Glu Asp Ala Ala His Arg 
435 440 445 

Ala Leu Leu Ser Glu Arg Leu His Arg Asn Leu Leu Lys Arg Leu Glu 
450 455 460 

Gly Glu Glu Lys Leu Leu Trp Leu Tyr His Glu Val Glu Lys Pro Leu 
465 470 475 480 

Ser Arg Val Leu Ala His Met Glu Ala Thr Gly Val Arg Leu Asp Val 
485 490 ' 495 

Ala Tyr Leu Gin Ala Leu Ser Leu Glu Leu Ala Glu Glu lie Arg Arg 
500 505 510 

Leu Glu Glu Glu Val Phe Arg Leu Ala Gly His Pro Phe Asn Leu Asn 
515 520 525 



Ser Arg Asp Gin Leu Glu Arg Val Leu Phe Asp Glu Leu Arg Leu Pro 
530 535 540 

Ala Leu Lys Lys Thr Lys Lys Thr Gly Lys Arg Ser Thr Ser Ala Ala 
545 550 555 560 

Val Leu Glu Ala Leu Arg Glu Ala His Pro lie Val Glu Lys lie Leu 

565 570 575 



Gin His Arg Glu Leu Thr Lys Leu Lys Asn Thr Tyr Val Asp Pro Leu 
580 585 1 590 
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0 



Pro Ser Leu Val His Pro Arg Thr Gly Arg Leu His Thr Arg Phe Asn 
595 600 ~ 605 



Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser Ser Ser Asp Pro Asn Leu 
610 615 620 



Gin Asn He Pro Val Arg Thr Pro Leu Gly Gin Arg He Arg Arg Ala 
625 630 635 ~ " 640 

Phe Val Ala Glu Ala Gly Trp Ala Leu Val Ala Leu Asp Tyr Ser Gin 
645 650 655 

He Glu Leu Arg Val Leu Ala His Leu Ser Gly Asp Glu Asn Leu He 
660 665 * 670 



Arg Val Phe Gin Glu Gly Lys Asp He His Thr Gin Thr Ala Ser Trp 
675 680 685 



Met Phe Gly Val Pro Pro Glu Ala Val Asp Pro Leu Met Arg Arg Ala 
690 695 700 

Ala Lys Thr Val Asn Phe Gly Val Leu Tyr Gly Met Ser Ala His Arg 
705 710 715 720 

Leu Ser Gin Glu Leu Ala He Pro Tyr Glu Glu Ala Val Ala Phe He 
725 730 735 



Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val Arg Ala Trp He Glu Lys 
740 745 " 750 

Thr Leu Glu Glu Gly Arg Lys Arg Gly Tyr Val Glu Thr Leu Phe Gly 
755 760 765 



Arg Arg Arg Tyr Val Pro Asp Leu Asn Ala Arg Val Lys Ser Val Arg 
770 775 780 



Glu Ala Ala Glu Arg Met Ala Phe Asn Met Pro Val Gin Gly Thr Ala 

785 790 795 * 800 

Ala Asp Leu Met Lys Leu Ala Met Val Lys Leu Phe Pro Arg Leu Arg 

805 810 815 

Glu Met Gly Ala Arg Met Leu Leu Gin Val Ala Asn Glu Leu Leu Leu 

820 825 830 



Glu Ala Pro Gin Ala Arg Ala Glu Glu Val Ala Ala Leu Ala Lys Glu 



- 2006 - 



835 



840 



845 



Ala Met Glu Lys Ala Tyr Pro Leu Ala Val Pro Leu Glu Val Glu Val 
850 855 860 

Gly Met Gly Glu Asp Trp Leu Ser Ala Lys Gly His His His His His 
865 870 875 880 

His 

<210> 2816 

<211> 2619 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 2816 

atgggtgcgg atattggtga cctctttgag agggaagagg tcgagcttga gtacttctca 60 

ggaaagaaaa ttgccgttga tgctttcaac acgctatacc agttcatctc gataataagg 120 

cagcctgacg gtacgccgtt aaaggactca cagggcagaa tcacctctca cctttccgga 180 

atcctataca gagtctccaa catggtcgag gtgggaatca ggccggtgtt tgtattcgac 240 

ggagagccac cggagttcaa gaaggctgaa attgaggaga ggaaaaagag aagggctgag 300 

gcagaggaga tgtggattgc ggctttgcag gcaggagata aggacgcgaa aaagtatgct 360 

caggctgcag ggagggttga cgagtacatt gttgactccg caaagacgct tttaagttac 42 0 

atggggattc cctttgtcga tgccccgtct gaaggagagg cgcaggctgc ttacatggca 4 80 

gcaaaaggcg atgtggagta cacaggaagc caggattacg attctctgct cttcggaagc 540 

ccgagactcg ccagaaatct cgcaataacg ggaaaaagga agcttcccgg caaaaatgtc 600 

tatgtggatg taaagccgga gataataatt ctggaaagca acctcaaaag gctgggtttg 660 

acgagggagc agctcatcga catagcgatt ctggtcggga cggactacaa tgagggtgtg 72 0 

aagggtgtcg gcgtcaagaa ggctttgaac tacatcaaga cctacggaga tattttcagg 780 

gcactcaagg ctctgaaagt aaatattgac cacgtagagg agataaggaa tttcttcctg 840 

aatcctcctg tgactgacga ctacagaata gagttcaggg agcctgactt tgagaaggcc 900 

atcgagttcc tgtgcgagga gcacgacttc agcagggaga gggtcgagaa ggccttggag 960 
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aagctcaaag 


ctctgaagtc 


aaccctggag gaggccccct 


ggcccccgcc 


ggaaggggcc 


1020 


ttcgtgggct 


tcgtcctctc 


ccgccccgag 


cccatqtqqq 


cggagcttaa 


agccctggcc 


1080 


gcctgcaggg 


gcggccgcgt 


gcaccgggca 


gcagacccct 


tggcggggct 


aaaggacctc 


1140 


aaggaggtcc 


ggggcctcct 


cgccaaggac 


ctcgccgtct 


tggcctcgag 


ggaggggcta 


1200 


gacctcgtgc 


ccggggacga 


ccccatgctc 


ctcgcctacc 


tcctgggccc 


ctcgaacacc 


1260 


acccccgagg 


gggtggcgcg 


qcqc taccr ctq 


ggggagtgga 


cggaggacgc 


cgcccaccgg 


1320 


gccctcctct 


cggagaggct 


ccatcggaac 


ctccttaagc 


gcctcgaggg ggaggagaag 


1380 


ctcctttggc 


tctaccacga 


QQtaaaaaaq 
w 33 3 


cccctctccc 


gggtcctggc 


ccatatggag 


1440 


gccaccgggg 


tacggctgga 


cgtggcctac 


cttcaggccc 


tttccctgga 


gcttgcggag 


1500 


gagatccgcc 


gcctcgagga 


qqaqqtcttc 


cgcttggcgg gccacccctt 


caacctcaac 


1560 


tcccgggacc 


agctggaaag 


qqtqctcttt 


gacgagctta 


ggcttcccgc 


cttgaagaag 


1620 


acgaagaaga 


caggcaagcg 


ctccaccagc 


gccgcggtgc 


tggaggccct 


acgggaggcc 


1680 


caccccatcg 


tggagaagat 


cctccagcac 


cgggagctca 


ccaagctcaa 


gaacacctac 


1740 


gtggaccccc 


tcccaagcct 


cgtccacccg 


aggacgggcc 


gcctccacac 


ccgcttcaac 


1800 


cagacggcca 


cggccacggg 


g^ggcttagt 


agctccgacc 


ccaacctgca 


gaacatcccc 


1860 


gtccgcaccc 


ccttgggcca 


qaqqatccqc 


cgggccttcg tggccgaggc gggttgggcg 


1920 


ttggtggccc 


tggactatag 


ccaqatacracj 


ctccgcgtcc 


tcgcccacct 


ctccggggac 


1980 


gaaaacctga 


tcagggtctt 


c c aaaaaoaa 


aaggacatcc 


acacccagac 


cgcaagctgg 


2040 


atgttcggcg 


tccccccgga 


craccQtaaac 


cccctgatgc 


gccgggcggc 


caagacggtg 


2100 


aacttcggcg 


tcctctacgg 


catgtccgcc 


cataggctct 


cccaggagct 


tgccatcccc 


2160 


tacgaggagg 


cggtggcctt 


tatagagcgc 


tacttccaaa 


gcttccccaa ggtgcgggcc 


2220 


tggatagaaa 


agaccctgga 


ggaggggagg 


aagcggggct 


acgtggaaac 


cctcttcgga 


2280 


agaaggcgct 


acgtgcccga 


cctcaacgcc 


cgggtgaaga 


gcgtcaggga 


ggccgcggag 


2340 


cgcatggcct 


tcaacatgcc 


cgtccagggc 


accgccgccg 


acctcatgaa 


gctcgccatg 


2400 


gtgaagctct 


tcccccgcct 


ccgggagatg ggggcccgca 


tgctcctcca ggtcgccaac 


2460 


gagctcctcc 


tggaggcccc 


ccaagcgcgg 


gccgaggagg 


tggcggcttt 


ggccaaggag 


2520 


gccatggaga 


aggcctatcc 


cctcgccgtg cccctggagg tggaggtggg gatgggggag 


2580 


gactggcttt 


ccgccaaggg 


tcaccaccac 


caccaccac 






2619 



<210> 2817 
<211> 873 
<212> PRT 
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<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 2817 

Met .Gly Ala Asp lie Gly Asp Leu Phe Glu Arg Glu Glu Val Glu Leu 
15 10 15 



Glu Tyr Phe Ser Gly Lys Lys lie Ala Val Asp Ala Phe Asn Thr Leu 
20 25 30 



Tyr Gin Phe lie Ser lie lie Arg Gin Pro Asp Gly Thr Pro Leu Lys 
3 5 40 1 45 



Asp Ser Gin Gly Arg He Thr Ser His Leu Ser Gly He Leu Tyr Arg 
50 55 60 



Val Ser Asn Met Val Glu Val Gly He Arg Pro Val Phe Val Phe Asp 
65 70 75 80 

Gly Glu Pro Pro Glu Phe Lys Lys Ala Glu He Glu Glu Arg Lys Lys 
85 90 95 



Arg Arg Ala Glu Ala Glu Glu Met Trp He Ala Ala Leu Gin Ala Gly 
100 105 110 

Asp Lys Asp Ala Lys Lys Tyr Ala Gin Ala Ala Gly Arg Val Asp Glu 
115 120 125 



Tyr He Val Asp Ser Ala Lys Thr Leu Leu Ser Tyr Met Gly He Pro 
130 135 140 



Phe Val Asp Ala Pro Ser Glu Gly Glu Ala Gin Ala Ala Tyr Met Ala 
145 150 155 * 160 

Ala Lys Gly Asp Val Glu Tyr Thr Gly Ser Gin Asp Tyr Asp Ser Leu 
165 170 ~ " 175 

Leu Phe Gly Ser Pro Arg Leu Ala Arg Asn Leu Ala He Thr Gly Lys 
180 185 190 

Arg Lys Leu Pro Gly Lys Asn Val Tyr Val Asp Val Lys Pro Glu He 
195 200 205 
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lie lie Leu Glu Ser Asn Leu Lys Arg Leu Gly Leu Thr Arg Glu Gin 
210 215 * 220 



Leu lie Asp lie Ala lie Leu Val Gly Thr Asp Tyr Asn Glu Gly Val 
225 230 235 240 



Lys Gly Val Gly Val Lys Lys Ala Leu Asn Tyr lie Lys Thr Tyr Gly 
245 ~ 250 ' * 255 



Asp lie Phe Arg Ala Leu Lys Ala Leu Lys Val Asn lie Asp His Val 
260 * 265 270 



Glu Glu lie Arg Asn Phe Phe Leu Asn Pro Pro Val Thr Asp Asp Tyr 
275 ~ 280 285 



Arg lie Glu Phe Arg Glu Pro Asp Phe Glu Lys Ala lie Glu Phe Leu 
290 ~ 295 300 



Cys Glu Glu His Asp Phe Ser Arg Glu Arg Val Glu Lys Ala Leu Glu 
305 310 315 320 



Lys Leu Lys Ala Leu Lys Ser Thr Leu Glu Glu Ala Pro Trp Pro Pro 
325 330 335 



Pro Glu Gly Ala Phe Val Gly Phe Val Leu Ser Arg Pro Glu Pro Met 
340 1 345 ' 350 



Trp Ala Glu Leu Lys Ala Leu Ala Ala Cys Arg Gly Gly Arg Val His 
355 360 365 



Arg Ala Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val Arg 
370 375 " * " 380 



Gly Leu Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly Leu 
385 390 395 ~ 400 



Asp Leu Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Gly 
405 410 415 



Pro Ser Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu 
420 * 425 430 



Trp Thr Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu His 
435 440 445 



Arg Asn Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp Leu 
450 455 460 
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Tyr His Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu 
465 470 475 480 



Ala Thr Gly Val Arg Leu Asp Val Ala Tyr Leu Gin Ala Leu Ser Leu 
485 490 495 



Glu Leu Ala Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg Leu 
500 505 510 



Ala Gly His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val 
515 520 525 



Leu Phe Asp Glu Leu Arg Leu Pro Ala Leu Lys Lys Thr Lys Lys Thr 
530 " 535 "* 540 



Gly Lys Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala 
545 550 555 ~ 560 



His Pro lie Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys Leu 
565 570 ~ 575 



Lys Asn Thr Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg Thr 
580 585 590 



Gly Arg Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg 
595 600 605 



Leu Ser Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro 
610 " 615 620 



Leu Gly Gin Arg lie Arg Arg Ala Phe Val Ala Glu Ala Gly Trp Ala 
625 630 635 640 



Leu Val Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His 
645 650 655 



Leu Ser Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Lys Asp 
660 665 670 



He His Thr Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu Ala 
675 680 685 



Val Asp Pro Leu Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly Val 
690 695 700 



Leu Tyr Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala He Pro 
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705 



710 



715 



720 



Tyr Glu Glu Ala Val Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro 
725 730 735 



Lys Val Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Lys Arg 
740 745 750 



Gly Tyr Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu 
755 760 765 



Asn Ala Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe 
770 775 780 



Asn Met Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met 
785 790 795 * 800 



Val Lys Leu Phe Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu Leu 
805 " ^ 810 ~ 815 



Gin Val Ala Asn Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala Glu 
820 825 830 



Glu Val Ala Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro Leu 
835 840 845 



Ala Val Pro Leu Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu Ser 
850 855 860 



Ala Lys Gly His His His His His His 
865 870 



<210> 2818 
<211> 2445 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 2818 

atgaattccc tgcccctctt tgagcccaag ggccgggtgc ttctggtgga cggccaccac 
ctggcctacc gtaccttttt tgccctgaag ggcctcacca ccagccgcgg ggagccggtc 
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caggcggtgt 


acgggtttgc 


caagagcctt 


ttgaaggcgc 


taagggaaga 


cggggatgtg 


180 


gtgatcgtgg 


tgtttgacgc 


caaggccccc 


tccttccgcc 


accagaccta 


cgaggcctac 


240 


aaggcggggc 


gggctcccac 


ccccgaggac 


tttccccggc 


agcttgccct 


tatcaaggag 


300 


atggtggacc 


ttttgggcct 


ggagcgcctc 


gaggtgccgg 


gctttgaagc 


ggatgacgtc 


360 


ctggctaccc 


tggccaagaa 


ggcggaaaag 


gagggctacg 


aggtccgcat 


cctcaccgcc 


420 


gacaaagacc 


tttaccagct 


cctttccgac 


cgcatccacg 


tcctccaccc 


cgaggggtac 


480 


ctcatcaccc 


cggcctggct 


ttgggaaaag 


tacggcctga 


ggcccgacca 


gtgggccgac 


540 


taccgggccc 


tgaccgggga 


cgagtccgac 


aaccttcccg 


gggtcaaggg 


catcggggag 


600 


aagacggcga 


ggaagcttct 


ggaggagtgg 


gggagcctgg 


aagccctcct 


caagaacctg 


660 


gaccggctga 


agcccgccat 


ccgggagaag 


atcctggccc 


acatggacga 


tctgaagctc 


720 


tcctgggacc 


tggccaaggt 


gcgcaccgac 


ctgcccctgg 


aggtggactt 


cgccaaaagg 


780 


cgggagcccg 


accgggaggg 


ggagaagccc 


cgggaggagg 


ccccctggcc 


cccgcccgaa 


840 


ggggccttcg 


tgggcttcct 


cctttcccgc 


cccgagccca 


tgtgggcgga 


gcttaaagcc 


900 


ctggccgcct 


gcaggggcgg 


ccgcgtgcac 


cgggcagcag 


accccttggc 


ggggctaaag 


960 


gacctcaagg 


aggtccgggg 


cctcctcgcc 


aaggacctcg 


ccgtcttggc 


ctcgagggag 


1020 


gggctagacc 


tcgtgcccgg 


ggacgacccc 


atgctcctcg 


cctacctcct 


gggcccctcg 


1080 


aacaccaccc 


ccgagggggt 


ggcgcggcgc 


tacggggggg 


agtggacgga 


ggacgccgcc 


1140 


caccgggccc 


tcctctcgga 


gaggctccat 


cggaacctcc 


ttaagcgcct 


cgagggggag 


1200 


gagaagctcc 


tttggctcta 


ccacgaggtg 


gaaaagcccc 


tctcccgggt 


cctggcccat 


1260 


atggaggcca 


ccggggtacg 


gctggacgtg 


gcctaccttc 


aggccctttc 


cctggagctt 


1320 


gcggaggaga 


tccgccgcct 


cgaggaggag 


gtcttccgct 


tggcgggcca 


ccccttcaac 


1380 


ctcaactccc 


gggaccagct 


ggaaagggtg 


ctctttgacg 


agcttaggct 


tcccgccttg 


1440 


aagaagacga 


agaagacagg 


caagcgctcc 


accagcgccg 


cggtgctgga 


ggccctacgg 


1500 


gaggcccacc 


ccatcgtgga 


gaagatcctc 


cagcaccggg 


agctcaccaa 


gctcaagaac 


1560 


acctacgtgg 


accccctccc 


aagcctcgtc 


cacccgagga 


cgggccgcct 


ccacacccgc 


1620 


ttcaaccaga 


cggccacggc 


cacggggagg 


cttagtagct 


ccgaccccaa 


cctgcagaac 


1680 


atccccgtcc 


gcaccccctt 


gggccagagg 


atccgccggg 


ccttcgtggc 


cgaggcgggt 


1740 


tgggcgttgg 


tggccctgga 


ctatagccag 


atagagctcc 


gcgtcctcgc 


ccacctctcc 


1800 


ggggacgaaa 


acctgatcag 


ggtcttccag 


gaggggaagg 


acatccacac 


ccagaccgca 


1860 


agctggatgt 


tcggcgtccc 


cccggaggcc 


gtggaccccc 


tgatgcgccg 


ggcggccaag 


1920 


acggtgaact 


tcggcgtcct 


ctacggcatg 


tccgcccata 


ggctctccca 


ggagcttgcc 


1980 
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atcccctacg aggaggcggt ggcctttata gagcgctact 


tccaaagctt ccccaaggtg 


2040 


cgggcctgga tagaaaagac cctggaggag gggaggaagc 


ggggctacgt ggaaaccctc 


2100 


ttcggaagaa ggcgctacgt gcccgacctc aacgcccggg 


tgaagagcgt cagggaggcc 


2160 


gcggagcgca tggccttcaa catgcccgtc cagggcaccg 


ccgccgacct catgaagctc 


2220 


qccatggtga agctcttccc ccgcctccgg gagatggggg 


cccgcatgct cctccaggtc 


2280 


gccaacgagc tcctcctgga ggccccccaa gcgcgggccg 


aggaggtggc ggctttggcc 


2340 


aaggaggcca tggagaaggc ctatcccctc gccgtgcccc 


tggaggtgga ggtggggatg 


2400 


ggggaggact ggctttccgc caagggtcac caccaccacc 


accac 


2445 


<210> 2819 










<211> 815 










<212> PRT 










<213> Artificial Sequence 








<220> 










<223> Synthetic 








<400> 2819 










Met Asn Ser 
1 


Leu Pro Leu Phe Glu Pro Lys 
5 10 


Gly 


Arg Val Leu Leu Val 
15 




Asp Gly His 


His Leu Ala Tyr Arg Thr Phe 
20 25 


Phe 


Ala Leu Lys Gly Leu 
30 




Thr Thr Ser 
35 


Arg Gly Glu Pro Val Gin Ala 
40 


Val 


Tyr Gly Phe Ala Lys 
45 




Ser Leu Leu 
50 


Lys Ala Leu Arg Glu Asp Gly 
55 


Asp 


Val Val He Val Val 
60 




Phe Asp Ala 
65 


Lys Ala Pro Ser Phe Arg His 
70 


Gin 
75 


Thr Tyr Glu Ala Tyr 
80 




Lys Ala Gly 


Arg Ala Pro Thr Pro Glu Asp 
85 90 


Phe 


Pro Arg Gin Leu Ala 
95 




Leu lie Lys 


Glu Met Val Asp Leu Leu Gly 
100 105 


Leu 


Glu Arg Leu Glu Val 
110 




Pro Gly Phe 


Glu Ala Asp Asp Val Leu Ala 


Thr 


Leu Ala Lys Lys Ala 
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115 



120 



125 



Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys Asp Leu 
130 " 135 140 



Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu Gly Tyr 
145 150 155 160 



Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg Pro Asp 
165 ' ~ 170 175 



Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp Asn Leu 
180 185 190 



Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Arg Lys Leu Leu Glu 
195 ' 200 205 



Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg Leu Lys 
210 215 220 



Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu Lys Leu 
225 ~ 230 235 240 



Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu Val Asp 
245 " 250 255 



Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Gly Glu Lys Pro Arg Glu 
260 265 270 



Glu Ala Pro Trp Pro Pro Pro Glu Gly Ala Phe Val Gly Phe Leu Leu 
275 280 285 



Ser Arg Pro Glu Pro Met Trp Ala Glu Leu Lys Ala Leu Ala Ala Cys 
290 295 300 



Arg Gly Gly Arg Val His Arg Ala Ala Asp Pro Leu Ala Gly Leu Lys 
305 ~ ' ~ 310 " 315 320 



Asp Leu Lys Glu Val Arg Gly Leu Leu Ala Lys Asp Leu Ala Val Leu 
325 "* 330 335 



Ala Ser Arg Glu Gly Leu Asp Leu Val Pro Gly Asp Asp Pro Met Leu 
340 ~ 345 350 



Leu Ala Tyr Leu Leu Gly Pro Ser Asn Thr Thr Pro Glu Gly Val Ala 
355 360 365 
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Arg Arg Tyr Gly Gly Glu Trp Thr Glu Asp Ala Ala His Arg Ala Leu 
370 ' 375 380 



Leu Ser Glu Arg Leu His Arg Asn Leu Leu Lys Arg Leu Glu Gly Glu 
385 390 395 400 



Glu Lys Leu Leu Trp Leu Tyr His Glu Val Glu Lys Pro Leu Ser Arg 
405 410 415 



Val Leu Ala His Met Glu Ala Thr Gly Val Arg Leu Asp Val Ala Tyr 
420 425 430 



Leu Gin Ala Leu Ser Leu Glu Leu Ala Glu Glu lie Arg Arg Leu Glu 
435 440 445 



Glu Glu Val Phe Arg Leu Ala Gly His Pro Phe Asn Leu Asn Ser Arg 
450 ~ 455 460 



Asp Gin Leu Glu Arg Val Leu Phe Asp Glu Leu Arg Leu Pro Ala Leu 
465 470 475 480 



Lys Lys Thr Lys Lys Thr Gly Lys Arg Ser Thr Ser Ala Ala Val Leu 
485 ** 490 495 



Glu Ala Leu Arg Glu Ala His Pro lie Val Glu Lys lie Leu Gin His 
500 505 510 



Arg Glu Leu Thr Lys Leu Lys Asn Thr Tyr Val Asp Pro Leu Pro Ser 
515 520 525 



Leu Val His Pro Arg Thr Gly Arg Leu His Thr Arg Phe Asn Gin Thr 
530 535 540 



Ala Thr Ala Thr Gly Arg Leu Ser Ser Ser Asp Pro Asn Leu Gin Asn 
545 550 555 560 



lie Pro Val Arg Thr Pro Leu Gly Gin Arg lie Arg Arg Ala Phe Val 
565 S 570 ** ~ 575 



Ala Glu Ala Gly Trp Ala Leu Val Ala Leu Asp Tyr Ser Gin lie Glu 
580 " 585 590 



Leu Arg Val Leu Ala His Leu Ser Gly Asp Glu Asn Leu lie Arg Val 
595 600 605 



Phe Gin Glu Gly Lys Asp lie His Thr Gin Thr Ala Ser Trp Met Phe 
610 " 615 620 
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Gly Val Pro Pro Glu Ala Val Asp Pro Leu Met Arg Arg Ala Ala Lys 
625 630 635 ~ ~ 640 



Thr Val Asn Phe Gly Val Leu Tyr Gly Met Ser Ala His Arg Leu Ser 
645 650 655 



Gin Glu Leu Ala He Pro Tyr Glu Glu Ala Val Ala Phe He Glu Arg 
660 665 670 



Tyr Phe Gin Ser Phe Pro Lys Val Arg Ala Trp He Glu Lys Thr Leu 
675 680 " 685 



Glu Glu Gly Arg Lys Arg Gly Tyr Val Glu Thr Leu Phe Gly Arg Arg 
690 695 700 



Arg Tyr Val Pro Asp Leu Asn Ala Arg Val Lys Ser Val Arg Glu Ala 
705 710 715 ~ 720 



Ala Glu Arg Met Ala Phe Asn Met Pro Val Gin Gly Thr Ala Ala Asp 
725 730 735 



Leu Met Lys Leu Ala Met Val Lys Leu Phe Pro Arg Leu Arg Glu Met 
740 745 ~ 750 



Gly Ala Arg Met Leu Leu Gin Val Ala Asn Glu Leu Leu Leu Glu Ala 
755 760 765 



Pro Gin Ala Arg Ala Glu Glu Val Ala Ala Leu Ala Lys Glu Ala Met 
770 775 780 



Glu Lys Ala Tyr Pro Leu Ala Val Pro Leu Glu Val Glu Val Gly Met 
785 790 795 800 



Gly Glu Asp Trp Leu Ser Ala Lys Gly His His His His His His 
805 810 815 



<210> 2820 

<211> 2520 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
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<400> 2820 
atgaattccg aggcgatgct 


tccgctctt t 


gaacccaaag 


gccgggtcct 


cctggtggac 


C A 

6 0 


ggccaccacc 


tggcctaccg 


caccttct tc 


gccctgaagg 


gcctcaccac 


gagcegggge 


120 


gaaccggtgc 


aggcggtcta 


cggc c ccgcc 


aagagcc ccc 


tcaaggccct 


caaggaggac 


T Q A 

loU 


ggggacgcgg 


tgatcgtggt 


c ue cgacgcc 


aaggcccccc 


cctcccgcca 


cgaggcctac 


24U 


ggggggtaca 


aggcgggccg 


ggcccccacc 


c c gg a gg ac t. 


tcccccgcca 


gctcgccttg 


"3 A A 
300 


gtcaagcggc 


tggtggacct 


ucugggcccg 


gcccgccccg 


aggccccggg 


gtacgaggcg 


*3 c a 
i60 


gacgacgtcc 


tgggcaccct 


ggccaagaag 


gccgaaaagg 


aggggtacga 


ggtgcgcatc 


420 


ctcaccgccg 


accgcgacct 


ctaccaactc 


gtctccgacc 


gcatccacgt 


cctccacccc 


480 


gaggggtacc 


tcatcacccc 


ggagtggctt 


tgggagaagt 


atgggcttaa 


gccttcccag 


540 


tgggtggact 


accgggcctt 


ggccggggac 


ccttccgaca 


acatccccgg 


cgtgaagggc 


600 


atcggggaga 


agacggcggc 


caagctgatc 


cgggagtggg 


gaagcctgga 


aaacctcctc 


660 


aagaacctgg 


accggctgaa 


gcccgccatc 


cgggagaaga 


tcctggccca 


catggacgat 


720 


ctgaagctct 


cctgggacct 


ggccaaggtg 


cgcaccgacc 


tgcccctgga 


ggtggacttc 


Ton 

780 


gccaaaaggc 


gggagcccga 


ccgggagagg 


cttagggcct 


ttctggagag 


gcttgagt tt 


O A A 

840 


ggcagcctcc 


tccacgagtt 


cggccu ucug 


gaaagcccca 


aggc c c t gga 


ggaggccccc 


Q A A 


tggcccccgc 


cggaaggggc 


c c ucgugggc 


ttcgtcctct 


cccgccccga 


gcccatgtgg 


A /T A 

960 


gcggagctta 


aagccctggc 


cgcc tgcagg 


ggcggccgcg 


tgcaccgggc 


agcagacccc 


TATA 


ttggcggggc 


taaaggacct 


caaggaggtc 


cggggcctcc 


tegecaagga 


cctcgccgtc 


1080 


ttggcctcga 


gggaggggct 


agacctcgtg 


ccc gggg9-cg 


accccatgct 


cctcgcctac 


1140 


ctcctgggcc 


cctcgaacac 


cacccccgag 


ggggtggcgc 


ggegctaegg 


gggggagtgg 


1200 


acggaggacg 


ccgcccaccg 


ggccctcctc 


tcggagaggc 


tecateggaa 


cctccttaag 


1260 


cgcctcgagg 


gggaggagaa 


gctcctttgg 


ctctaccacg 


aggtggaaaa 


gcccctctcc 


1320 


cgggtcctgg 


cccatatgga 


ggccaccggg 


gtacggctgg 


acgtggccta 


ccttcaggcc 


1380 


ctttccctgg 


agcttgcgga 


ggagatccgc 


cgcctcgagg 


aggaggtctt 


ccgcttggcg 


1440 


ggccacccct 


tcaacctcaa 


ctcccgggac 


cage tggaaa 


gggtgctctt 


tgacgagctt 


1500 


aggcttcccg 


ccttgaagaa 


gacgaagaag 


acaggcaagc 


gctccaccag 


cgccgcggtg 


1560 


ctggaggccc 


tacgggaggc 


ccaccccatc 


gtggagaaga 


tcctccagca 


ccgggagctc 


1620 


accaagctca 


agaacaccta 


cgtggacccc 


ctcccaagcc 


tcgtccaccc 


gaggaeggge 


1680 


cgcctccaca 


cccgcttcaa 


ccagacggcc 


acggccacgg 


ggaggcttag 


tagctccgac 


1740 


cccaacctgc 


agaacatccc 


cgtccgcacc 


cccttgggcc 


agaggatccg 


ccgggccttc 


1800 


9tggccgagg 


cgggttgggc 


gttggtggcc 


ctggactata 


gecagataga 


gctccgcgtc 


1860 
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ctcgcccacc 


tctccgggga 


cgaaaacctg 


atcagggtct 


tccaggaggg gaaggacatc 


i oon 
j.y z u 


cacacccaga ccgcaagctg gatgttcggc gtccccccgg 


aggccgtgga ccccctgatg 






ccaagacggt 


gaacttcggc 


gtcctctacg 


gcatgtccgc 


ccataggctc 


o r\ a r\ 
Z U4 U 


tcccaggagc 


ttgccatccc 


ctacgaggag gcggtggcct 


ttatagagcg 


ctacttccaa 


zlUU 


agcttcccca 


aaatacQcrcrc 


ctggatagaa 


aagaccctgg 


aqqaqqqqaq 


qaagcggggc 


A lb U 


tacgtggaaa 


ccctcttcgg 


aagaaggcgc 


tacgtgcccg 


acctcaacgc 


ccgggtgaag 


o o o n 


agcgtcaggg 


aggccgcgga 


gcgcatggcc 


ttcaacatgc 


ccgtccaggg 


caccgccgcc 


Z Z o U 


gacctcatga 


agctcgccat 


ggtgaagctc 


ttcccccgcc 


tccgggagat 


gggggcccgc 


2340 


atgctcctcc 


aggtcgccaa 


cgagctcctc 


ctggaggccc 


cccaagcgcg 


ggccgaggag 


2400 


gtggcggctt 


tggccaagga 


ggccatggag 


aaggcctatc 


ccctcgccgt 


gcccctggag 


2460 


gtggaggtgg ggatggggga ggactggctt 


tccgccaagg 


gtcaccacca 


ccaccaccac 


2520 



<210> 2821 

<211> 840 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 2821 

Met Asn Ser Glu Ala Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val 
15 10 15 



Leu Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe Phe Ala Leu 
20 25 30 



Lys Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly 
35 40 45 



Phe Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val 
50 ^ 55 60 



lie Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr 
65 70 75 80 



Gly Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg 
85 90 95 
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Gin Leu Ala Leu Val Lys Arg Leu Val Asp Leu Leu Gly Leu Val Arg 
100 105 ^ 110 



Leu Glu Ala Pro Gly Tyr Glu Ala Asp Asp Val Leu Gly Thr Leu Ala 
115 120 125 



Lys Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp 
130 135 140 



Arg Asp Leu Tyr Gin Leu Val Ser Asp Arg lie His Val Leu His Pro 
145 150 155 160 



Glu Gly Tyr Leu lie Thr Pro Glu Trp Leu Trp Glu Lys Tyr Gly Leu 
165 170 175 



Lys Pro Ser Gin Trp Val Asp Tyr Arg Ala Leu Ala Gly Asp Pro Ser 
180 185 190 



Asp Asn lie Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Ala Lys 
195 " 200 205 



Leu lie Arg Glu Trp Gly Ser Leu Glu Asn Leu Leu Lys Asn Leu Asp 
210 215 220 



Arg Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp 
225 230 * 235 240 



Leu Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu 
245 250 255 



Glu Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg 
260 265 ~ 270 



Ala Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly 
275 280 285 



Leu Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro 
290 * 295 300 



Glu Gly Ala Phe Val Gly Phe Val Leu Ser Arg Pro Glu Pro Met Trp 
305 310 315 320 



Ala Glu Leu Lys Ala Leu Ala Ala Cys Arg Gly Gly Arg Val His Arg 
325 330 " 335 



Ala Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val Arg Gly 
340 345 " 350 
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Leu Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly Leu Asp 
355 ~ " 360 365 



Leu Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Gly Pro 
370 375 380 



Ser Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp 
385 390 395 400 



Thr Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu His Arg 
405 410 415 



Asn Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp Leu Tyr 
420 425 " 430 



His Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala 
435 440 445 



Thr Gly Val Arg Leu Asp Val Ala Tyr Leu Gin Ala Leu Ser Leu Glu 
450 " " 455 " 460 



Leu Ala Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg Leu Ala 
465 470 ~ 475 ~ 480 



Gly His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu 
485 490 495 



Phe Asp Glu Leu Arg Leu Pro Ala Leu Lys Lys Thr Lys Lys Thr Gly 
500 ~ 505 510 



Lys Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His 
515 520 525 



Pro lie Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys Leu Lys 
530 * 535 540 



Asn Thr Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg Thr Gly 
545 550 555 560 



Arg Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu 
565 570 " 575 



Ser Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu 
580 585 590 



Gly Gin Arg lie Arg Arg Ala Phe Val Ala Glu Ala Gly Trp Ala Leu 
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595 



600 



605 



Val Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu 
610 " 615 620 



Ser Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Lys Asp lie 
625 630 ~ 635 640 



His Thr Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu Ala Val 
645 650 655 



Asp Pro Leu Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly Val Leu 
660 ~ " 665 670 



Tyr Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr 
675 680 685 



Glu Glu Ala Val Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys 
690 695 700 



Val Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Lys Arg Gly 
705 710 715 720 



Tyr Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Asn 
725 730 735 



Ala Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn 
740 745 750 



Met Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val 
755 760 765 



Lys Leu Phe Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu Leu Gin 
770 " 775 780 



Val Ala Asn Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala Glu Glu 
785 790 795 800 



Val Ala Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro Leu Ala 
805 ' 810 815 



Val Pro Leu Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu Ser Ala 
820 825 830 



Lys Gly His His His His His His 
835 840 
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<210> 2822 

<211> 2445 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 2822 



atgaattccc 


tgcccctctt 


tgagcccaag 


ggccgggtgc 


ttctggtgga 


cggccaccac 


60 


ctggcctacc 


gtaccttttt 


tgccctgaag 


ggcctcacca 


ccagccgcgg 


ggagccggtc 


120 


caggcggtgt 


acgggtttgc 


caagagcctt 


ttgaaggcgc 


taagggaaga 


cggggatgtg 


180 


gtgatcgtgg 


tgtttgacgc 


caaggccccc 


tccttccgcc 


accagaccta 


cgaggcctac 


240 


aaggcggggc 


gggctcccac 


ccccgaggac 


tttccccggc 


agcttgccct 


tatcaaggag 


300 


atggtggacc 


ttttgggctt 


tacccgcctc 


gaggtgccgg 


gctttgaagc 


ggatgacgtc 


360 


ctggctaccc 


tggccaagaa 


ggcggaaaag 


gagggctacg 


aggtccgcat 


cctcaccgcc 


420 


gacaaagacc 


tttaccagct 


cctttccgac 


cgcatccacg 


tcctccaccc 


cgaggggtac 


480 


ctcatcaccc 


cggcctggct 


ttgggaaaag 


tacggcctga 


ggcccgacca 


gtgggccgac 


540 


taccgggccc 


tgaccgggga 


cgagtccgac 


aaccttcccg 


gggtcaaggg 


catcggggag 


600 


aagacggcga 


ggaagcttct 


ggaggagtgg 


gggagcctgg 


aagccctcct 


caagaacctg 


660 


gaccggctga 


agcccgccat 


ccgggagaag 


atcctggccc 


acatggacga 


tctgaagctc 


720 


tcctgggacc 


tggccaaggt 


gcgcaccgac 


ctgcccctgg 


aggtggactt 


cgccaaaagg 


780 


cgggagcccg 


accgggaggg 


ggagaagccc 


cgggaggagg 


ccccctggcc 


cccgcccgaa 


840 


ggggccttcg 


tgggcttcct 


cctttcccgc 


cccgagccca 


tgtgggcgga 


gcttaaagcc 


900 


ctggccgcct 


gcaggggcgg 


ccgcgtgcac 


cgggcagcag 


accccttggc 


ggggctaaag 


960 


gacctcaagg 


aggtccgggg 


cctcctcgcc 


aaggacctcg 


ccgtcttggc 


ctcgagggag 


1020 


gggctagacc 


tcgtgcccgg 


ggacgacccc 


atgctcctcg 


cctacctcct 


gggcccctcg 


1080 


aacaccaccc 


ccgagggggt 


ggcgcggcgc 


tacggggggg 


agtggacgga 


ggacgccgcc 


1140 


caccgggccc 


tcctctcgga 


gaggctccat 


cggaacctcc 


ttaagcgcct 


cgagggggag 


1200 


gagaagctcc 


tttggctcta 


ccacgaggtg 


gaaaagcccc 


tctcccgggt 


cctggcccat 


1260 


atggaggcca 


ccggggtacg 


gctggacgtg 


gcctaccttc 


aggccctttc 


cctggagctt 


1320 


gcggaggaga 


tccgccgcct 


cgaggaggag 


gtcttccgct 


tggcgggcca 


ccccttcaac 


1380 


ctcaactccc 


gggaccagct 


ggaaagggtg 


ctctttgacg 


agcttaggct 


tcccgccttg 


1440 
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aagaagacga 


agaagacagg 


caagcgctcc 


accagcgccg 


cggtgctgga ggccctacgg 


1500 


gaggcccacc 


ccatcgtgga 


gaagatcctc 


cagcaccggg 




/-<r /-i *- /»i a a »~» -a -3 y-i 
yCCCaayaaC 


1560 


acctacgtgg 


accccctccc 


aagcctcgtc 


cacccgagga 


cgggccgccu 


ccacacccgc 


1620 


ttcaaccaga 


cggccacggc 


cacggggagg 


cttagtagct 


ccgaccccaa 


cctgcagaac 


1680 


atccccgtcc 


gcaccccctt 


gggccagagg 


atccgccggg 


ccttcgtggc 


cgaggcgggt 


1740 


tgggcgttgg 


tggccctgga 


ctatagccag 


atagagctcc 


gcgtcctcgc 


ccacctctcc 


1800 


ggggacgaaa 


acctgatcag 


ggtcttccag 


gaggggaagg 


acatccacac 


ccagaccgca 


1860 


agctggatgt 


tcggcgtccc 


cccggaggcc 


gtggaccccc 


tgatgcgccg ggcggccaag 


1920 


acggtgaact 


tcggcgtcct 


ctacggcatg 


tccgcccata 


ggctctccca ggagcttgcc 


1980 


atcccctacg 


aggaggcggt 


ggcctttata 


gagcgctact 


tccaaagctt 


ccccaaggtg 


2040 


cgggcctgga 


tagaaaagac 


cctggaggag 


gggaggaagc 


ggggctacgt 


ggaaaccctc 


2100 


ttcggaagaa 


ggcgctacgt 


gcccgacctc 


aacgcccggg 


tgaagagcgt 


cagggaggcc 


2160 


gcggagcgca 


tggccttcaa 


catgcccgtc 


cagggcaccg 


ccgccgacct 


catgaagctc 


2220 


gccatggtga 


agctcttccc 


ccgcctccgg 


gagatggggg 


cccgcatgct 


cctccaggtc 


2280 


gccaacgagc 


tcctcctgga 


ggccccccaa 


gcgcgggccg 


aggaggtggc 


ggctttggcc 


2340 


aaggaggcca 


tggagaaggc 


ctatcccctc 


gccgtgcccc 


tggaggtgga ggtggggatg 


2400 


ggggaggact 


ggctttccgc 


caagggtcac 


caccaccacc 


accac 




2445 



<210> 2823 

<211> 815 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 2823 

Met Asn Ser Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu Leu Val 
15 10 15 



Asp Gly His His Leu Ala Tyr Arg Thr Phe Phe Ala Leu Lys Gly Leu 
20 " 25 30 



Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe Ala Lys 
35 40 45 
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Ser Leu Leu Lys Ala Leu Arg Glu Asp Gly Asp Val Val lie Val Val 
50 55 60 



Phe Asp Ala Lys Ala Pro Ser Phe Arg His Gin Thr Tyr Glu Ala Tyr 
65 70 75 80 



Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin Leu Ala 
85 90 95 



Leu lie Lys Glu Met Val Asp Leu Leu Gly Phe Thr Arg Leu Glu Val 
100 105 110 



Pro Gly Phe Glu Ala Asp Asp Val Leu Ala Thr Leu Ala Lys Lys Ala 
115 120 125 



Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys Asp Leu 
130 135 140 



Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu Gly Tyr 
145 150 155 160 



Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg Pro Asp 
165 170 175 



Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp Asn Leu 
180 " " 185 190 



Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Arg Lys Leu Leu Glu 
195 200 205 



Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg Leu Lys 
210 215 220 



Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu Lys Leu 
225 230 235 240 



Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu Val Asp 
245 250 255 



Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Gly Glu Lys Pro Arg Glu 
260 ~ 265 270 



Glu Ala Pro Trp Pro Pro Pro Glu Gly Ala Phe Val Gly Phe Leu Leu 
275 ~ 280 285 



Ser Arg Pro Glu Pro Met Trp Ala Glu Leu Lys Ala Leu Ala Ala Cys 
290 295 * 300 
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Arg Gly Gly Arg Val His Arg Ala 
305 310 



Asp Leu Lys Glu Val Arg Gly Leu 
325 



Ala Ser Arg Glu Gly Leu Asp Leu 
340 



Leu Ala Tyr Leu 
355 



Arg Arg Tyr Gly Gly Glu Trp Thr 
370 375 



Leu Ser Glu Arg Leu His Arg Asn 
385 390 



Glu Lys Leu Leu Trp Leu Tyr His 
405 



Val Leu Ala His Met Glu Ala Thr 
420 



Leu Gin Ala Leu 
435 



Glu Glu Val Phe Arg Leu Ala Gly 
450 " 455 



Asp Gin Leu Glu Arg Val Leu Phe 
465 470 



Lys Lys Thr Lys Lys Thr Gly Lys 
485 



Glu Ala Leu Arg Glu Ala His Pro 
500 



Arg Glu Leu Thr Lys Leu Lys Asn 
515 520 



Leu Val His Pro Arg Thr Gly Arg 
530 ~ 535 



Ala Thr Ala Thr Gly Arg Leu Ser 



Ala Asp Pro Leu Ala Gly Leu Lys 
315 ' 320 



Leu Ala Lys Asp Leu Ala Val Leu 
330 335 



Val Pro Gly Asp Asp Pro Met Leu 
345 350 



Glu Asp Ala Ala His Arg Ala Leu 
380 



Leu Leu Lys Arg Leu Glu Gly Glu 
395 ~ " 400 



Glu Val Glu Lys Pro Leu Ser Arg 
410 ' 415 



Gly Val Arg Leu Asp Val Ala Tyr 
425 ~ " 430 



His Pro Phe Asn Leu Asn Ser Arg 
460 



Asp Glu Leu Arg Leu Pro Ala Leu 
475 480 



Arg Ser Thr Ser Ala Ala Val Leu 
490 495 



He Val Glu Lys He Leu Gin His 
505 510 



Thr Tyr Val Asp Pro Leu Pro Ser 
525 



Leu His Thr Arg Phe Asn Gin Thr 
540 



Ser Ser Asp Pro Asn Leu Gin Asn 



Leu Gly Pro Ser Asn Thr Thr Pro Glu Gly Val Ala 
360 365 



Ser Leu Glu Leu Ala Glu Glu He Arg Arg Leu Glu 
440 445 



- 2026 - 



545 



550 



555 



560 



lie Pro Val Arg Thr Pro Leu Gly Gin Arg lie Arg Arg Ala Phe Val 
565 570 575 



Ala Glu Ala Gly Trp Ala Leu Val Ala Leu Asp Tyr Ser Gin lie Glu 
580 585 590 



Leu Arg Val Leu Ala His Leu Ser Gly Asp Glu Asn Leu lie Arg Val 
595 600 605 



Phe Gin Glu Gly Lys Asp lie His Thr Gin Thr Ala Ser Trp Met Phe 
610 615 620 



Gly Val Pro Pro Glu Ala Val Asp Pro Leu Met Arg Arg Ala Ala Lys 
625 630 " 635 640 



Thr Val Asn Phe Gly Val Leu Tyr Gly Met Ser Ala His Arg Leu Ser 
645 650 655 



Gin Glu Leu Ala He Pro Tyr Glu Glu Ala Val Ala Phe He Glu Arg 
660 665 670 



Tyr Phe Gin Ser Phe Pro Lys Val Arg Ala Trp He Glu Lys Thr Leu 
675 " 680 685 



Glu Glu Gly Arg Lys Arg Gly Tyr Val Glu Thr Leu Phe Gly Arg Arg 
690 ~ 695 700 



Arg Tyr Val Pro Asp Leu Asn Ala Arg Val Lys Ser Val Arg Glu Ala 
705 ^ 710 ~ 715 720 



Ala Glu Arg Met Ala Phe Asn Met Pro Val Gin Gly Thr Ala Ala Asp 
725 730 735 



Leu Met Lys Leu Ala Met Val Lys Leu Phe Pro Arg Leu Arg Glu Met 
740 745 750 



Gly Ala Arg Met Leu Leu Gin Val Ala Asn Glu Leu Leu Leu Glu Ala 
755 760 765 



Pro Gin Ala Arg Ala Glu Glu Val Ala Ala Leu Ala Lys Glu Ala Met 
770 775 780 



Glu Lys Ala Tyr Pro Leu Ala Val Pro Leu Glu Val Glu Val Gly Met 
785 * ' 790 795 800 
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Gly Glu Asp Trp Leu Ser Ala Lys Gly His His His His His His 
805 810 815 



<210> 2824 

<211> 2520 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 2824 



atgaattccg 


aggcgatgct 


tccgctcttt 


gaacccaaag 


gccgggtcct 


cctggtggac 


60 


ggccaccacc 


tggcctaccg 


caccttcttc 


gccctgaagg gcctcaccac 


gagccggggc 


120 


gaaccggtgc 


aggcggtcta 


cggcttcgcc 


aagagcctcc 


tcaaggccct 


caaggaggac 


180 


ggggacgcgg 


tgatcgtggt 


ctttgacgcc 


aaggccccct 


ccttccgcca 


cgaggcctac 


240 


ggggggtaca 


aggcgggccg 


ggcccccacc 


ccggaggact 


tcccccgcca 


gctcgccttg 


300 


gtcaagcggc 


tggtggacct 


tctgggcttt 


acccgcctcg 


aggccccggg 


gtacgaggcg 


360 


gacgacgtcc 


tgggcaccct 


ggccaagaag 


gccgaaaagg 


aggggtacga 


ggtgcgcatc 


420 


ctcaccgccg 


accgcgacct 


ctaccaactc 


gtctccgacc 


gcatccacgt 


cctccacccc 


480 


y yyyy 




ggagtggctt 


tgggagaagt 


atgggcttaa 


gcc t tcccag 


540 


tgggtggact 


accgggcctt 


ggccggggac 


ccttccgaca 


acatccccgg 


cgtgaagggc 


600 


atcggggaga 


agacggcggc 


caagctgatc 


cgggagtggg gaagcctgga 


aaacctcctc 


660 


aagaacctgg 


accggctgaa 


gcccgccatc 


cgggagaaga 


tcctggccca 


catggacgat 


720 


ctgaagctct 


cctgggacct 


ggccaaggtg 


cgcaccgacc 


tgcccctgga 


ggtggacttc 


780 


gccaaaaggc 


gggagcccga 


ccgggagagg cttagggcct 


ttctggagag 


gcttgagttt 


840 


ggcagcctcc 


tccacgagtt 


cggccttctg gaaagcccca 


aggccctgga 


ggaggccccc 


900 


tggcccccgc 


cggaaggggc 


cttcgtgggc 


ttcgtcctct 


cccgccccga 


gcccatgtgg 


960 


gcggagctta 


aagccctggc 


cgcctgcagg 


ggcggccgcg 


tgcaccgggc 


agcagacccc 


1020 


ttggcggggc 


taaaggacct 


caaggaggtc 


cggggcctcc 


tcgccaagga 


cctcgccgtc 


1080 


ttggcctcga 


gggaggggct 


agacctcgtg 


cccggggacg 


accccatgct 


cctcgcctac 


1140 


ctcctgggcc 


cctcgaacac 


cacccccgag ggggtggcgc 


ggcgctacgg 


gggggagtgg 


1200 


acggaggacg 


ccgcccaccg 


ggccctcctc 


tcggagaggc 


tccatcggaa 


cctccttaag 


1260 


cgcctcgagg 


gggaggagaa 


gctcctttgg 


ctctaccacg 


aggtggaaaa 


gcccctctcc 


1320 
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cgggtcctgg 


cccatatgga 


ggccaccggg 


gtacggctgg 


acgtggccta 


ccttcaggcc 


1380 


ctttccctgg 


agcttgcgga 


ggagatccgc 


cgcctcgagg 


aggaggtctt 


ccgcttggcg 


1440 


ggccacccct 


tcaacctcaa 


ctcccgggac 


cagctggaaa 


gggtgctctt 


tgacgagctt 


1500 


aggcttcccg 


ccttgaagaa 


gacgaagaag 


acaggcaagc 


gctccaccag 


cgccgcggtg 


1560 


ctggaggccc 


tacgggaggc 


ccaccccatc 


gtggagaaga 


tcctccagca 


ccgggagctc 


1620 


accaagctca 


agaacaccta 


cgtggacccc 


ctcccaagcc 


tcgtccaccc 


gaggacgggc 


1680 


cgcctccaca 


cccgcttcaa 


ccagacggcc 


acggccacgg 


ggaggcttag 


tagctccgac 


1740 


cccaacctgc 


agaacatccc 


cgtccgcacc 


cccttgggcc 


agaggatccg 


ccgggccttc 


1800 


gtggccgagg 


cgggttgggc 


gttggtggcc 


ctggactata 


gccagataga 


gctccgcgtc 


1860 


ctcgcccacc 


tctccgggga 


cgaaaacctg 


atcagggtct 


tccaggaggg 


gaaggacatc 


1920 


cacacccaga 


ccgcaagctg 


gatgttcggc 


gtccccccgg 


aggccgtgga 


ccccctgatg 


1980 


cgccgggcgg 


ccaagacggt 


gaacttcggc 


gtcctctacg 


gcatgtccgc 


ccataggctc 


2040 


tcccaggagc 


ttgccatccc 


ctacgaggag 


gcggtggcct 


ttatagagcg 


ctacttccaa 


2100 


agcttcccca 


aggtgcgggc 


ctggatagaa 


aagaccctgg 


aggaggggag 


gaagcggggc 


2160 


tacgtggaaa 


ccctcttcgg 


aagaaggcgc 


tacgtgcccg 


acctcaacgc 


ccgggtgaag 


2220 


agcgtcaggg 


aggccgcgga 


gcgcatggcc 


ttcaacatgc 


ccgtccaggg 


caccgccgcc 


2280 


gacctcatga 


agctcgccat 


ggtgaagctc 


ttcccccgcc 


tccgggagat 


gggggcccgc 


2340 


atgctcctcc 


aggtcgccaa 


cgagctcctc 


ctggaggccc 


cccaagcgcg 


ggccgaggag 


2400 


gtggcggctt 


tggccaagga 


ggccatggag 


aaggcctatc 


ccctcgccgt 


gcccctggag 


2460 


gtggaggtgg 


ggatggggga 


ggactggctt 


tccgccaagg 


gtcaccacca 


ccaccaccac 


2520 



<210> 2825 
<211> 840 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 2825 

Met Asn Ser Glu Ala Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val 
15 10 15 

Leu Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe Phe Ala Leu 
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20 



25 



30 



Lys Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly 
35 40 45 



Phe Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val 
50 55 60 



He Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr 
65 70 75 80 



Gly Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg 
85 ~ 90 95 



Gin Leu Ala Leu Val Lys Arg Leu Val Asp Leu Leu Gly Phe Thr Arg 
100 105 110 



Leu Glu Ala Pro Gly Tyr Glu Ala Asp Asp Val Leu Gly Thr Leu Ala 
115 " 120 125 



Lys Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg He Leu Thr Ala Asp 
130 135 140 



Arg Asp Leu Tyr Gin Leu Val Ser Asp Arg He His Val Leu His Pro 
145 150 155 160 



Glu Gly Tyr Leu He Thr Pro Glu Trp Leu Trp Glu Lys Tyr Gly Leu 
165 170 175 



Lys Pro Ser Gin Trp Val Asp Tyr Arg Ala Leu Ala Gly Asp Pro Ser 
180 * 185 190 



Asp Asn He Pro Gly Val Lys Gly He Gly Glu Lys Thr Ala Ala Lys 
195 200 205 



Leu He Arg Glu Trp Gly Ser Leu Glu Asn Leu Leu Lys Asn Leu Asp 
210 ~ 215 220 



Arg Leu Lys Pro Ala He Arg Glu Lys He Leu Ala His Met Asp Asp 
225 J 230 235 240 



Leu Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu 
245 " " 250 255 



Glu Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg 
260 265 270 
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Ala Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly 
275 280 285 



Leu Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro 
290 295 300 



Glu Gly Ala Phe Val Gly Phe Val Leu Ser Arg Pro Glu Pro Met Trp 
305 ~ 310 315 320 



Ala Glu Leu Lys Ala Leu Ala Ala Cys Arg Gly Gly Arg Val His Arg 
325 330 335 



Ala Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val Arg Gly 
340 345 350 



Leu Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly Leu Asp 
355 360 365 



Leu Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Gly Pro 
370 375 380 



Ser Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp 
385 390 395 400 



Thr Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu His Arg 
405 410 415 



Asn Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp Leu Tyr 
420 425 430 



His Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala 
435 ' 440 445 



Thr Gly Val Arg Leu Asp Val Ala Tyr Leu Gin Ala Leu Ser Leu Glu 
450 455 460 



Leu Ala Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg Leu Ala 
465 470 475 480 



Gly His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu 
485 490 495 



Phe Asp Glu Leu Arg Leu Pro Ala Leu Lys Lys Thr Lys Lys Thr Gly 
500 " 505 510 



Lys Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His 
515 520 525 
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Pro lie Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys Leu Lys 
530 535 540 



Asn Thr Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg Thr Gly 
545 550 555 560 



Arg Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu 
565 570 575 



Ser Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu 
580 585 590 



Gly Gin Arg lie Arg Arg Ala Phe Val Ala Glu Ala Gly Trp Ala Leu 
595 600 605 



Val Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu 
610 615 620 



Ser Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Lys Asp lie 
625 ~ " 630 635 640 



His Thr Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu Ala Val 
645 650 655 



Asp Pro Leu Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly Val Leu 
660 665 670 



Tyr Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr 
675 680 685 



Glu Glu Ala Val Ala Phe He Glu Arg Tyr Phe Gin Ser Phe Pro Lys 
690 695 700 



Val Arg Ala Trp He Glu Lys Thr Leu Glu Glu Gly Arg Lys Arg Gly 
705 ~ " 710 715 720 



Tyr Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Asn 
725 730 735 



Ala Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn 
740 745 750 



Met Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val 
755 760 765 



Lys Leu Phe Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu Leu Gin 
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770 775 780 

Val Ala Asn Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala Glu Glu 
785 790 795 800 

Val Ala Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro Leu Ala 
805 810 815 

Val Pro Leu Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu Ser Ala 
820 825 830 

Lys Gly His His His His His His 
835 840 

<210> 2826 

<211> 2445 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 2826 



atgaattccc 


tgcccctctt 


tgagcccaag 


ggccgggtgc 


ttctggtgga 


cggccaccac 


60 


ctggcctacc 


gtaccttttt 


tgccctgaag 


ggcctcacca 


ccagccgcgg 


ggagccggtc 


120 


caggcggtgt 


acgggtttgc 


caagagcctt 


ttgaaggcgc 


taagggaaga 


cggggatgtg 


180 


gtgatcgtgg 


tctttgacgc 


cgaggccccc 


tccttccgcc 


accagaccta 


cgaggcctac 


240 


aaggcggggc 


gggctcccac 


ccccgaggac 


tttccccggc 


agcttgccct 


tatcaaggag 


300 


atggtggacc 


ttttgggcct 


ggagcgcctc 


gaggtgccgg 


gctttgaagc 


ggatgacgtc 


360 


ctggctaccc 


tggccaagaa 


ggcggaaaag 


gagggctacg 


aggtccgcat 


cctcaccgcc 


420 


gacaaagacc 


tttaccagct 


cctttccgac 


cgcatccacg 


tcctccaccc 


cgaggggtac 


480 


ctcatcaccc 


cggcctggct 


ttgggaaaag 


tacggcctga 


ggcccgacca 


gtgggccgac 


540 


taccgggccc 


tgaccgggga 


cgagtccgac 


aaccttcccg 


gggtcaaggg 


catcggggag 


600 


aagacggcga 


ggaagcttct 


ggaggagtgg 


gggagcctgg 


aagccctcct 


caagaacctg 


660 


gaccggctga 


agcccgccat 


ccgggagaag 


atcctggccc 


acatggacga 


tctgaagctc 


720 


tcctgggacc 


tggccaaggt 


gcgcaccgac 


ctgcccctgg 


aggtggactt 


cgccaaaagg 


780 


cgggagcccg 


accgggaggg 


ggagaagccc 


cgggaggagg 


ccccctggcc 


cccgcccgaa 


840 
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ggggccttcg 


tgggcttcct 


cctttcccgc 


cccgagccca 


tgtgggcgga gcttaaagcc 


900 


ctggccgcct 


gcaggggcgg 


ccgcgtgcac 


cgggcagcag 


accccttggc 




960 


gacctcaagg 


aggtccgggg 


cctcctcgcc 


aaggacctcg 


c cat ctt aac 


ctcgagggag 


1020 


gggctagacc 


tcgtgcccgg 


ggacgacccc 


atgctcctcg 


cctacctcct 


qqqcccctcq 


1080 


aacaccaccc 


ccgagggggt 


ggcgcggcgc 


tacggggggg 


agtggacgga 


ggacgccgcc 


1140 


caccgggccc 


tcctctcgga 


gaggctccat 


cggaacctcc 


ttaagcgcct 


cqaqqqqqaq 


1200 


gagaagctcc 


tttggctcta 


ccacgaggtg 


gaaaagcccc 


tctcccgggt 


cctggcccat 


1260 


atggaggcca 


ccggggtacg 


gctggacgtg 


gcctaccttc 


aggccctttc 


cctggagctt 


1320 


gcggaggaga 


tccgccgcct 


cgaggaggag 


gtcttccgct 


tggcgggcca 


ccccttcaac 


1380 


ctcaactccc 


gggaccagct 


ggaaagggtg 


ctctttgacg 


agcttaggct 


tcccgccttg 


1440 


aagaagacga 


agaagacagg 


caagcgctcc 


accagcgccg 


cggtgctgga ggccctacgg 


1500 


gaggcccacc 


ccatcgtgga 


gaagatcctc 


cagcaccggg 


agctcaccaa gctcaagaac 


1560 


acctacgtgg 


accccctccc 


aagcctcgtc 


cacccgagga 


cgggccgcct 


ccacacccgc 


1620 


ttcaaccaga 


cggccacggc 


cacggggagg 


cttagtagct 


ccgaccccaa 


cctgcagaac 


1680 


atccccgtcc 


gcaccccctt 


gggccagagg 


atccgccggg 


ccttcgtggc 


cgaggcgggt 


1740 


tgggcgttgg 


tggccctgga 


ctatagccag 


atagagctcc 


gcgtcctcgc 


ccacctctcc 


1800 


ggggacgaaa 


acctgatcag 


ggtcttccag 


gaggggaagg 


acatccacac 


ccagaccgca 


1860 


agctggatgt 


tcggcgtccc 


cccggaggcc 


gtggaccccc 


tgatgcgccg ggcggccaag 


1920 


acggtgaact 


tcggcgtcct 


ctacggcatg 


tccgcccata 


ggctctccca ggagcttgcc 


1980 


atcccctacg 


aggaggcggt 


ggcctttata 


gagcgctact 


tccaaagctt 


ccccaaggtg 


2040 


cgggcctgga 


tagaaaagac 


cctggaggag 


gggaggaagc 


ggggctacgt 


ggaaaccctc 


2100 


ttcggaagaa 


ggcgctacgt 


gcccgacctc 


aacgcccggg 


tgaagagcgt 


cagggaggcc 


2160 


gcggagcgca 


tggccttcaa 


catgcccgtc 


cagggcaccg 


ccgccgacct 


catgaagctc 


2220 


gccatggtga 


agctcttccc 


ccgcctccgg 


gagatggggg 


cccgcatgct 


cctccaggtc 


2280 


gccaacgagc 


tcctcctgga 


ggccccccaa 


gcgcgggccg 


aggaggtggc 


ggctttggcc 


2340 


aaggaggcca 


tggagaaggc 


ctatcccctc 


gccgtgcccc 


tggaggtgga ggtggggatg 


2400 


ggggaggact 


ggctttccgc 


caagggtcac 


caccaccacc 


accac 




2445 



<210> 2827 

<211> 815 

<212> PRT 

<213> Artificial Sequence 
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<220> 

<223> Synthetic 
<400> 2827 

Met Asn Ser Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu Leu Val 
15 10 15 



Asp Gly His His Leu Ala Tyr Arg Thr Phe Phe Ala Leu Lys Gly Leu 
20 25 30 



Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe Ala Lys 
35 "* 40 45 



Ser Leu Leu Lys Ala Leu Arg Glu Asp Gly Asp Val Val lie Val Val 
50 ^ 55 60 



Phe Asp Ala Glu Ala Pro Ser Phe Arg His Gin Thr Tyr Glu Ala Tyr 
65 70 75 80 



Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin Leu Ala 
85 90 95 



Leu lie Lys Glu Met Val Asp Leu Leu Gly Leu Glu Arg Leu Glu Val 
100 105 110 



Pro Gly Phe Glu Ala Asp Asp Val Leu Ala Thr Leu Ala Lys Lys Ala 
115 ~ 120 125 



Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys Asp Leu 
130 135 140 



Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu Gly Tyr 
145 150 155 160 



Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg Pro Asp 
165 * 170 175 



Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp Asn Leu 
180 185 190 



Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Arg Lys Leu Leu Glu 
195 200 205 



Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg Leu Lys 
210 215 220 
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Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu Lys Leu 
225 230 235 240 



Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu Val Asp 
245 250 255 



Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Gly Glu Lys Pro Arg Glu 
260 ~ " 265 ' " 270 



Glu Ala Pro Trp Pro Pro Pro Glu Gly Ala Phe Val Gly Phe Leu Leu 
275 280 285 



Ser Arg Pro Glu Pro Met Trp Ala Glu Leu Lys Ala Leu Ala Ala Cys 
290 295 300 



Arg Gly Gly Arg Val His Arg Ala Ala Asp Pro Leu Ala Gly Leu Lys 
305 310 315 320 



Asp Leu Lys Glu Val Arg Gly Leu Leu Ala Lys Asp Leu Ala Val Leu 
325 330 335 



Ala Ser Arg Glu Gly Leu Asp Leu Val Pro Gly Asp Asp Pro Met Leu 
340 * 345 ~ 350 



Leu Ala Tyr Leu Leu Gly Pro Ser Asn Thr Thr Pro Glu Gly Val Ala 
355 360 365 



Arg Arg Tyr Gly Gly Glu Trp Thr Glu Asp Ala Ala His Arg Ala Leu 
370 375 380 



Leu Ser Glu Arg Leu His Arg Asn Leu Leu Lys Arg Leu Glu Gly Glu 
385 390 395 " 400 



Glu Lys Leu Leu Trp Leu Tyr His Glu Val Glu Lys Pro Leu Ser Arg 
405 410 415 



Val Leu Ala His Met Glu Ala Thr Gly Val Arg Leu Asp Val Ala Tyr 
420 425 ~ 430 



Leu Gin Ala Leu Ser Leu Glu Leu Ala Glu Glu lie Arg Arg Leu Glu 
435 440 445 



Glu Glu Val Phe Arg Leu Ala Gly His Pro Phe Asn Leu Asn Ser Arg 
450 455 460 



Asp Gin Leu Glu Arg Val Leu Phe Asp Glu Leu Arg Leu Pro Ala Leu 
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465 



470 



475 



480 



Lys Lys Thr Lys Lys Thr Gly Lys Arg Ser Thr Ser Ala Ala Val Leu 
485 * " 490 495 



Glu Ala Leu Arg Glu Ala His Pro He Val Glu Lys He Leu Gin His 
500 505 510 



Arg Glu Leu Thr Lys Leu Lys Asn Thr Tyr Val Asp Pro Leu Pro Ser 
515 520 525 



Leu Val His Pro Arg Thr Gly Arg Leu His Thr Arg Phe Asn Gin Thr 
530 535 540 



Ala Thr Ala Thr Gly Arg Leu Ser Ser Ser Asp Pro Asn Leu Gin Asn 
545 550 555 560 



He Pro Val Arg Thr Pro Leu Gly Gin Arg He Arg Arg Ala Phe Val 
565 570 575 



Ala Glu Ala Gly Trp Ala Leu Val Ala Leu Asp Tyr Ser Gin He Glu 
580 585 590 



Leu Arg Val Leu Ala His Leu Ser Gly Asp Glu Asn Leu He Arg Val 
595 600 605 



Phe Gin Glu Gly Lys Asp He His Thr Gin Thr Ala Ser Trp Met Phe 
610 615 620 



Gly Val Pro Pro Glu Ala Val Asp Pro Leu Met Arg Arg Ala Ala Lys 
625 630 635 640 



Thr Val Asn Phe Gly Val Leu Tyr Gly Met Ser Ala His Arg Leu Ser 
645 650 655 



Gin Glu Leu Ala He Pro Tyr Glu Glu Ala Val Ala Phe He Glu Arg 
660 665 670 



Tyr Phe Gin Ser Phe Pro Lys Val Arg Ala Trp He Glu Lys Thr Leu 
675 680 685 



Glu Glu Gly Arg Lys Arg Gly Tyr Val Glu Thr Leu Phe Gly Arg Arg 
690 695 700 



Arg Tyr Val Pro Asp Leu Asn Ala Arg Val Lys Ser Val Arg Glu Ala 
705 710 715 720 
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Ala Glu Arg Met Ala Phe Asn Met Pro Val Gin Gly Thr Ala Ala Asp 
725 730 735 



Leu Met Lys Leu Ala Met Val Lys Leu Phe Pro Arg Leu Arg Glu Met 
740 745 750 

Gly Ala Arg Met Leu Leu Gin Val Ala Asn Glu Leu Leu Leu Glu Ala 
755 760 765 

Pro Gin Ala Arg Ala Glu Glu Val Ala Ala Leu Ala Lys Glu Ala Met 
770 775 780 

Glu Lys Ala Tyr Pro Leu Ala Val Pro Leu Glu Val Glu Val Gly Met 
785 790 795 800 

Gly Glu Asp Trp Leu Ser Ala Lys Gly His His His His His His 
805 810 815 

<210> 2828 
<211> 2445 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 2828 

atgaattccc tgcccctctt tgagcccaag ggccgggtgc ttctggtgga cggccaccac 60 

ctggcctacc gtaccttttt tgccctgaag ggcctcacca ccagccgcgg ggagccggtc 120 

caggcggtgt acgggtttgc caagagcctt ttgaaggcgc taagggaaga cggggatgtg 180 

gtgatcgtgg tctttgacgc cgaggccccc tccttccgcc accagaccta cgaggcctac 240 

aaggcggggc gggctcccac ccccgaggac tttccccggc agcttgccct tatcaaggag 300 

atggtggacc ttttgggctt tacccgcctc gaggtgccgg gctttgaagc ggatgacgtc 360 

ctggctaccc tggccaagaa ggcggaaaag gagggctacg aggtccgcat cctcaccgcc 420 

gacaaagacc tttaccagct cctttccgac cgcatccacg tcctccaccc cgaggggtac 480 

ctcatcaccc cggcctggct ttgggaaaag tacggcctga ggcccgacca gtgggccgac 540 

taccgggccc tgaccgggga cgagtccgac aaccttcccg gggtcaaggg catcggggag 600 

aagacggcga ggaagcttct ggaggagtgg gggagcctgg aagccctcct caagaacctg 660 

gaccggctga agcccgccat ccgggagaag atcctggccc acatggacga tctgaagctc 72 0 
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tcctgggacc 


tggccaaggt 


gcgcaccgac 


ctgcccctgg 


aggtggactt 


cgccaaaagg 


780 


cgggagcccg 


accgggaggg 


ggagaagccc 


cgggaggagg 


ccccctggcc 


cccgcccgaa 


840 


ggggccttcg 


tgggcttcct 


cctttcccgc 


cccgagccca 


tgtgggcgga gcttaaagcc 


900 


ctggccgcct 


gcaggggcgg 


ccgcgtgcac 


cgggcagcag 


accccttggc 


ggggctaaag 


ft /T ft 

960 


gacctcaagg 


aggtccgggg 


cctcctcgcc 


aaggacctcg 


ccgtcttggc 


ctcgagggag 


1020 


gggctagacc 


tcgtgcccgg 


ggacgacccc 


atgctcctcg 


cctacctcct 


gggcccctcg 


1080 


aacaccaccc 


ccgagggggt 


ggcgcggcgc 


tacggggggg 


agtggacgga ggacgccgcc 


1140 


caccgggccc 


tcctctcgga 


gaggctccat 


cggaacctcc 


ttaagcgcct 


caaaaacrcracr 


1200 


gagaagctcc 


tttggctcta 


ccacgaggtg gaaaagcccc 


tctcccgggt 


cctggcccat 


1260 


atggaggcca 


ccggggtacg 


gctggacgtg gcctaccttc 


aggccctttc 


cctggagctt 


1320 


gcggaggaga 


tccgccgcct 


cgaggaggag gtcttccgct 


tggcgggcca 


ccccttcaac 


1380 


ctcaactccc 


gggaccagct 


ggaaagggtg ctctttgacg 


agcttaggct 


tcccgccttg 


1440 


aagaagacga 


agaagacagg 


caagcgctcc 


accagcgccg 


cggtgctgga 


ggccctacgg 


1500 


gaggcccacc 


ccatcgtgga 


gaagatcctc 


cagcaccggg 


agctcaccaa 


gctcaagaac 


1560 


acctacgtgg 


accccctccc 


aagcctcgtc 


cacccgagga 


cgggccgcct 


ccacacccgc 


1620 


ttcaaccaga 


cggccacggc 


cacggggagg 


cttagtagct 


ccgaccccaa 


cctgcagaac 


1680 


atccccgtcc 


gcaccccctt 


gggccagagg 


atccgccggg 


ccttcgtggc 


cgaggcgggt 


T "1 A ft 

1740 


tgggcgttgg 


tggccctgga 


ctatagccag 


atagagctcc 


gcgtcctcgc 


ccacctctcc 


1 O ft ft 

1800 


ggggacgaaa 


acctgatcag 


ggtcttccag gaggggaagg 


acatccacac 


ccagaccgca 


1860 


agctggatgt 


tcggcgtccc 


cccggaggcc 


gtggaccccc 


tgatgcgccg ggcggccaag 


1920 


acggtgaact 


tcggcgtcct 


ctacggcatg 


tccgcccata 


ggctctccca 


ggagcttgcc 


1980 


atcccctacg 


aggaggcggt 


ggcctttata 


gagcgctact 


tccaaagctt 


ccccaaggtg 


2040 


cgggcctgga 


tagaaaagac 


cctggaggag 


gggaggaagc 


ggggctacgt 


ggaaaccctc 


2100 


ttcggaagaa 


ggcgctacgt 


gcccgacctc 


aacgcccggg 


tgaagagcgt 


cagggaggcc 


2160 


gcggagcgca 


tggccttcaa 


catgcccgtc 


cagggcaccg 


ccgccgacct 


catgaagctc 


2220 


gccatggtga 


agctcttccc 


ccgcctccgg gagatggggg 


cccgcatgct 


cctccaggtc 


2280 


gccaacgagc 


tcctcctgga 


ggccccccaa 


gcgcgggccg 


aggaggtggc 


ggctttggcc 


2340 


aaggaggcca 


tggagaaggc 


ctatcccctc 


gccgtgcccc 


tggaggtgga ggtggggatg 


2400 


ggggaggact 


ggctttccgc 


caagggtcac 


caccaccacc 


accac 




2445 



<210> 2829 
<211> 815 
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<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 2829 

Met Asn Ser Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu Leu Val 
15 10 15 



Asp Gly His His Leu Ala Tyr Arg Thr Phe Phe Ala Leu Lys Gly Leu 
20 ' 25 30 



Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe Ala Lys 
35 " 40 45 



Ser Leu Leu Lys Ala Leu Arg Glu Asp Gly Asp Val Val lie Val Val 
50 ~ 55 60 



Phe Asp Ala Glu Ala Pro Ser Phe Arg His Gin Thr Tyr Glu Ala Tyr 
65 70 75 80 



Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin Leu Ala 
85 90 95 



Leu lie Lys Glu Met Val Asp Leu Leu Gly Phe Thr Arg Leu Glu Val 
100 105 110 



Pro Gly Phe Glu Ala Asp Asp Val Leu Ala Thr Leu Ala Lys Lys Ala 
115 120 125 



Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys Asp Leu 
130 "* 135 140 



Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu Gly Tyr 
145 150 ~ 155 160 



Leu He Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg Pro Asp 
165 170 175 



Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp Asn Leu 
180 185 190 



Pro Gly Val Lys Gly He Gly Glu Lys Thr Ala Arg Lys Leu Leu Glu 
195 * 200 205 
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Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg Leu Lys 
210 ' 215 220 



Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu Lys Leu 
225 ~ 230 235 240 



Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu Val Asp 
245 ~ 250 255 



Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Gly Glu Lys Pro Arg Glu 
260 265 270 



Glu Ala Pro Trp Pro Pro Pro Glu Gly Ala Phe Val Gly Phe Leu Leu 
275 280 285 



Ser Arg Pro Glu Pro Met Trp Ala Glu Leu Lys Ala Leu Ala Ala Cys 
290 295 300 



Arg Gly Gly Arg Val His Arg Ala Ala Asp Pro Leu Ala Gly Leu Lys 
305 ~ 310 ' 315 320 



Asp Leu Lys Glu Val Arg Gly Leu Leu Ala Lys Asp Leu Ala Val Leu 
325 ~ 330 335 



Ala Ser Arg Glu Gly Leu Asp Leu Val Pro Gly Asp Asp Pro Met Leu 
340 345 350 



Leu Ala Tyr Leu Leu Gly Pro Ser Asn Thr Thr Pro Glu Gly Val Ala 
355 360 365 



Arg Arg Tyr Gly Gly Glu Trp Thr Glu Asp Ala Ala His Arg Ala Leu 
370 375 380 



Leu Ser Glu Arg Leu His Arg Asn Leu Leu Lys Arg Leu Glu Gly Glu 
385 ~ 390 " 395 400 



Glu Lys Leu Leu Trp Leu Tyr His Glu Val Glu Lys Pro Leu Ser Arg 
405 410 415 



Val Leu Ala His Met Glu Ala Thr Gly Val Arg Leu Asp Val Ala Tyr 
420 425 430 



Leu Gin Ala Leu Ser Leu Glu Leu Ala Glu Glu lie Arg Arg Leu Glu 
435 440 445 



Glu Glu Val Phe Arg Leu Ala Gly His Pro Phe Asn Leu Asn Ser Arg 
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450 



455 



460 



Asp Gin Leu Glu Arg Val Leu Phe Asp Glu Leu Arg Leu Pro Ala Leu 
465 470 475 480 



Lys Lys Thr Lys Lys Thr Gly Lys Arg Ser Thr Ser Ala Ala Val Leu 
4 85 ' 4 90 4 95 



Glu Ala Leu Arg Glu Ala His Pro lie Val Glu Lys lie Leu Gin His 
500 505 510 



Arg Glu Leu Thr Lys Leu Lys Asn Thr Tyr Val Asp Pro Leu Pro Ser 
515 * 520 525 



Leu Val His Pro Arg Thr Gly Arg Leu His Thr Arg Phe Asn Gin Thr 
530 535 540 



Ala Thr Ala Thr Gly Arg Leu Ser Ser Ser Asp Pro Asn Leu Gin Asn 
545 550 555 560 



lie Pro Val Arg Thr Pro Leu Gly Gin Arg lie Arg Arg Ala Phe Val 
565 570 575 



Ala Glu Ala Gly Trp Ala Leu Val Ala Leu Asp Tyr Ser Gin lie Glu 
580 585 590 



Leu Arg Val Leu Ala His Leu Ser Gly Asp Glu Asn Leu lie Arg Val 
595 600 605 



Phe Gin Glu Gly Lys Asp lie His Thr Gin Thr Ala Ser Trp Met Phe 
610 615 620 



Gly Val Pro Pro Glu Ala Val Asp Pro Leu Met Arg Arg Ala Ala Lys 
625 630 635 640 



Thr Val Asn Phe Gly Val Leu Tyr Gly Met Ser Ala His Arg Leu Ser 
645 650 655 



Gin Glu Leu Ala lie Pro Tyr Glu Glu Ala Val Ala Phe lie Glu Arg 
660 665 670 



Tyr Phe Gin Ser Phe Pro Lys Val Arg Ala Trp lie Glu Lys Thr Leu 
675 680 685 



Glu Glu Gly Arg Lys Arg Gly Tyr Val Glu Thr Leu Phe Gly Arg Arg 
690 * 695 700 



- 2042 - 



Arg Tyr Val Pro Asp Leu Asn Ala Arg Val Lys Ser Val Arg Glu Ala 
705 710 715 720 



Ala Glu Arg Met Ala Phe Asn Met Pro Val Gin Gly Thr Ala Ala Asp 
725 730 735 

Leu Met Lys Leu Ala Met Val Lys Leu Phe Pro Arg Leu Arg Glu Met 
740 745 750 

Gly Ala Arg Met Leu Leu Gin Val Ala Asn Glu Leu Leu Leu Glu Ala 
755 760 765 

Pro Gin Ala Arg Ala Glu Glu Val Ala Ala Leu Ala Lys Glu Ala Met 
770 ~ 775 780 

Glu Lys Ala Tyr Pro Leu Ala Val Pro Leu Glu Val Glu Val Gly Met 
785 ~ 790 795 800 

Gly Glu Asp Trp Leu Ser Ala Lys Gly His His His His His His 
805 ' * 810 815 

<210> 2830 
<211> 2520 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 2830 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 60 

ggccaccacc tggcctaccg tacctttttt gccctgaagg gcctcaccac cagccggggg 12 0 

gagccggtcc aggcggtgta cgggtttgcc aagagccttt tgaaggcgct aagagaagac 180 

ggggacgcgg tgatcgtggt ctttgacgcc gaggccccct ccttccgcca cgaggcctac 240 

ggggggtaca aggcggggcg ggctcccacc cccgaggact ttccccggca gcttgccctt 300 

atcaaggagc tggtggacct cctggggttt acccgcctcg aggtccccgg ctacgaggcg 360 

gacgacgttc tcgccaccct ggccaagaag gcggaaaagg aggggtacga ggtgcgcatc 420 

ctcaccgccg acaaagacct ttaccagctc ctttccgacc gcatccacgt cctccacccc 480 

gaggggtacc tcatcacccc ggcctggctt tgggaaaagt acggcctgag gcccgaccag 540 

tgggccgact accgggccct gaccggggac gagtccgaca accttcccgg ggtcaagggc 600 

- 2043 - 



atcggggaga 


agaccgccct 


caagctcctc 


aaggagtggg 


ggagcctgga 


agccctcctc 


660 


aagaacctgg 


accggctgaa 


gcccgccatc 


cgggagaaga 


tcctggccca 


catggacgat 


720 


ctgaagctct 


cctgggacct 


ggccaaggtg 


cgcaccgacc 


tgcccctgga 


ggtggacttc 


780 


gccaaaaggc 


gggagcccga 


ccgggagggg 


cttaaggcct 


ttttggagag 


gctggagttc 


840 


ggcagcctcc 


tccacgagtt 


cggcctcctg 


ggaggggaga 


agccccggga 


ggaggccccc 


900 


tggcccccgc 


cggaaggggc 


cttcgtgggc 


tttgtgcttt 


cccgcaagga 


gcccatgtgg 


960 


gccgatcttc 


tggccctggc 


cgcctgcagg ggcggccgcg 


tgcaccgggc 


agcagacccc 


1020 


ttggcggggc 


taaaggacct 


caaggaggtc 


cggggcctcc 


tcgccaagga 


cctcgccgtc 


1080 


ttggcctcga 


gggaggggct 


agacctcgtg cccggggacg 


accccatgct 


cctcgcctac 


1140 


ctcctgggcc 


cctcgaacac 


cacccccgag ggggtggcgc 


ggcgctacgg 


gggggagtgg 


1200 


acggaggacg 


ccgcccaccg 


ggccctcctc 


tcggagaggc 


tccatcggaa 


cctccttaag 


1260 


cgcctcgagg 


gggaggagaa 


gctcctttgg ctctaccacg 


aggtggaaaa 


gcccctctcc 


1320 


cgggtcctgg 


cccatatgga 


ggccaccggg 


gtacggctgg 


acgtggccta 


ccttcaggcc 


1380 


ctttccctgg 


agcttgcgga 


ggagatccgc 


cgcctcgagg 


aggaggtctt 


ccgcttggcg 


1440 


ggccacccct 


tcaacctcaa 


ctcccgggac 


cagctggaaa 


gggtgctctt 


tgacgagctt 


1500 


aggcttcccg 


ccttgaagaa 


gacgaagaag 


acaggcaagc 


gctccaccag 


cgccgcggtg 


1560 


ctggaggccc 


tacgggaggc 


ccaccccatc 


gtggagaaga 


tcctccagca 


ccgggagctc 


1620 


accaagctca 


agaacaccta 


cgtggacccc 


ctcccaagcc 


tcgtccaccc 


gaggacgggc 


1680 


cgcctccaca 


cccgcttcaa 


ccagacggcc 


acggccacgg 


ggaggcttag 


tagctccgac 


1740 


cccaacctgc 


agaacatccc 


cgtccgcacc 


cccttgggcc 


agaggatccg 


ccgggccttc 


1800 


gtggccgagg 


cgggttgggc 


gttggtggcc 


ctggactata 


gccagataga 


gctccgcgtc 


1860 


ctcgcccacc 


tctccgggga 


cgaaaacctg 


atcagggtct 


tccaggaggg 


gaaggacatc 


1920 


cacacccaga 


ccgcaagctg 


gatgttcggc 


gtccccccgg 


aggccgtgga 


ccccctgatg 


1980 


cgccgggcgg 


ccaagacggt 


gaacttcggc 


gtcctctacg 


gcatgtccgc 


ccataggctc 


2040 


tcccaggagc 


ttgccatccc 


ctacgaggag gcggtggcct 


ttatagagcg 


ctacttccaa 


2100 


agcttcccca 


aggtgcgggc 


ctggatagaa 


aagaccctgg 


aggaggggag 


gaagcggggc 


2160 


tacgtggaaa 


ccctcttcgg 


aagaaggcgc 


tacgtgcccg 


acctcaacgc 


ccgggtgaag 


2220 


agcgtcaggg 


aggccgcgga 


gcgcatggcc 


ttcaacatgc 


ccgtccaggg 


caccgccgcc 


2280 


gacctcatga 


agctcgccat 


ggtgaagctc 


ttcccccgcc 


tccgggagat 


gggggcccgc 


2340 


atgctcctcc 


aggtcgccaa 


cgagctcctc 


ctggaggccc 


cccaagcgcg 


ggccgaggag 


2400 


gtggcggctt 


tggccaagga 


ggccatggag 


aaggcctatc 


ccctcgccgt 


gcccctggag 


2460 



- 2044 - 



gtggaggtgg ggatggggga ggactggctt tccgccaagg gtcaccacca ccaccaccac 252 0 



<210> 2831 
<211> 840 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 2831 

Met Asn Ser Glu Ala Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val 
15 10 15 



Leu Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe Phe Ala Leu 
20 ' 25 30 



Lys Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly 
35 40 45 



Phe Ala Lys Ser Leu Leu Lys Ala Leu Arg Glu Asp Gly Asp Ala Val 
50 ' 55 60 



He Val Val Phe Asp Ala Glu Ala Pro Ser Phe Arg His Glu Ala Tyr 
65 70 75 80 



Gly Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg 
85 90 95 



Gin Leu Ala Leu He Lys Glu Leu Val Asp Leu Leu Gly Phe Thr Arg 
100 105 110 



Leu Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Thr Leu Ala 
115 120 ~ 125 



Lys Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg He Leu Thr Ala Asp 
130 * 135 140 



Lys Asp Leu Tyr Gin Leu Leu Ser Asp Arg He His Val Leu His Pro 
145 ~ ' 150 155 160 



Glu Gly Tyr Leu He Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu 
165 170 175 
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Arg Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser 
180 185 190 



Asp Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Leu Lys 
195 200 205 



Leu Leu Lys Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp 
210 ~ ' 215 220 



Arg Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp 
225 230 235 240 



Leu Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu 
245 250 255 



Glu Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Gly Leu Lys 
260 265 270 



Ala Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly 
275 280 285 



Leu Leu Gly Gly Glu Lys Pro Arg Glu Glu Ala Pro Trp Pro Pro Pro 
290 " ' 295 300 



Glu Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp 
305 " 310 315 320 



Ala Asp Leu Leu Ala Leu Ala Ala Cys Arg Gly Gly Arg Val His Arg 
325 330 335 



Ala Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val Arg Gly 
340 345 350 



Leu Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly Leu Asp 
355 360 365 



Leu Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Gly Pro 
370 S 375 380 



Ser Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp 
385 390 395 400 



Thr Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu His Arg 
405 410 415 



Asn Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp Leu Tyr 
420 425 430 
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His Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala 
435 440 445 



Thr Gly Val Arg Leu Asp Val Ala Tyr Leu Gin Ala Leu Ser Leu Glu 
450 455 460 



Leu Ala Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg Leu Ala 
465 470 475 480 



Gly His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu 
485 490 495 



Phe Asp Glu Leu Arg Leu Pro Ala Leu Lys Lys Thr Lys Lys Thr Gly 
500 505 510 



Lys Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His 
515 520 525 



Pro lie Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys Leu Lys 
530 535 " 540 



Asn Thr Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg Thr Gly 
545 " 550 555 560 



Arg Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu 
565 570 575 



Ser Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu 
580 585 590 



Gly Gin Arg lie Arg Arg Ala Phe Val Ala Glu Ala Gly Trp Ala Leu 
595 600 605 



Val Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu 
610 615 620 



Ser Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Lys Asp lie 
625 630 635 640 



His Thr Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu Ala Val 
645 650 655 



Asp Pro Leu Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly Val Leu 
660 665 670 



Tyr Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr 
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675 



680 



685 



Glu Glu Ala Val Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys 
690 695 700 



Val Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Lys Arg Gly 
705 710 715 720 



Tyr Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Asn 
725 730 735 



Ala Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn 
740 745 ~ 750 



Met Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val 
755 760 765 



Lys Leu Phe Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu Leu Gin 
770 ~ 775 "* 780 



Val Ala Asn Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala Glu Glu 
785 790 795 ~ 800 



Val Ala Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro Leu Ala 
805 810 815 



Val Pro Leu Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu Ser Ala 
820 825 830 



Lys Gly His His His His His His 
835 840 



<210> 2832 
<211> 2526 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 2832 

atgaattcgg ggatgctgcc cctctttgag cccaagggcc gggtgcttct ggtggacggc 
caccacctgg cctaccgcac cttcttcgcc ctgaagggcc tcaccaccag ccgcggggag 
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ccggtgcaga 


tggtctacgg 


cttcgcccgg 


agcctcctca 


aggccttgaa 


99 a 99 a cgga 


n o A 

180 


caggcggtgg 


tcgtggtctt 


tgacgccaag gccccctcct 


tccgccacga 


ggcctacgag 


O A A 

z4 U 


gcctacaagg 


c 999 cc 999 c 


ccccaccccg gaggacttcc 


cccggcagct 


cgcccttatc 


*5 A A 


aaggagatgg 


tggacctttt 


gggcctggcg 


cgcctcgagg 


tcccgggcta 


cgaggcggac 


*3 C A 


gacgttctcg 


ccaccctggc 


caagaaggcg 


gaaaaggagg 


ggtacgaggt 


gcgcatcctc 


4z U 


accgccgacc 


gcgacctcta 


ccaactcgtc 


tccgaccgcg 


tcgccgtcct 


ccaccccgag 


A O A 

4 oU 


ggccacctca 


tcaccccgga 


gtggctttgg gagaagtacg 


gcctcaggcc 


ggagcagtgg 


540 


gtggacttcc 


gcgccctcgt 


gggggacccc 


tccgacaacc 


tccccggggt 


caagggcatc 


/~ A A 

600 


ggggagaaga 


cggcggccaa 


gctgatccgg gagtggggaa 


gcctggaaaa 


ccttcttaag 


C C A 

660 


cacctggaac 


aggtgaaacc 


tgcctccgtg 


cgggagaaga 


tccttagcca 


catggaggac 


H *5 A 


ctcaagctat 


ccctggagct 


atcccgggtg 


cacacggact 


tgctccttca 


ggtggacttt 


'1 O A 

780 


aaggccctgc 


gccgcaggac 


ccccgacctg gagggcctga 


gggccttttt 


99 a 99 a 9 c tg 


O A A 

840 


gagttcggca 


gcctcctcca 


cgagttcggc 


ctcctggagg 


cccccgccgc 


ggcggaggaa 


900 


gctccctggc 


cgccccccga 


gggagccttc 


gtggggtacg 


ttctttcccg 


ccccgagccc 


960 


atgtgggcgg 


agcttaacgc 


cttggccgcc 


gcctggggcg 


gccgcgtgca 


ccgggcagca 


1020 


gaccccttgg 


cggggctaaa 


ggacctcaag 


gaggtccggg 


gcctcctcgc 


caaggacctc 


T A O A 

lUoU 


gccgtcttgg 


cctcgaggga 


ggggctagac 


ctcgtgcccg 


gggacgaccc 


catgctcctc 


T 1 A A 
1140 


gcctacctcc 


tgggcccctc 


caacaccacc 


cccgaggggg 


tggcgcggcg 


ctacgggggg 


T O A A 


gagtggacgg 


aggacgccgc 


ccaccgggcc 


ctcctctcgg 


agaggctcca 


tcggaacctc 


1260 


cttaagcgcc 


tcgaggggga 


ggagaagctc 


ctttggctct 


accacgaggt 


ggaaaagccc 


1320 


ctctcccggg 


tcctggccca 


catggaggcc 


accggggtac 


ggctggacgt 


ggcctacctt 


1380 


caggcccttt 


ccctggagct 


tgcggaggag 


atccgccgcc 


tcgaggagga 


ggtcttccgc 


1440 


ttggcgggcc 


accccttcaa 


cctcaactcc 


cgggaccagc 


tggaaagggt 


gctctttgac 


1500 


gagcttaggc 


ttcccgcctt 


gaagaagacg 


aagaagacag 


gcaagcgctc 


caccagcgcc 


1560 


gcggtgctgg 


aggccctacg 


ggaggcccac 


cccatcgtgg 


agaagatcct 


ccagcaccgg 


1620 


gagctcacca 


agctcaagaa 


cacctacgtg gaccccctcc 


caagcctcgt 


ccacccgagg 


1680 


acgggccgcc 


tccacacccg 


cttcaaccag 


acggccacgg 


ccacggggag 


gcttagtagc 


1740 


tccgacccca 


acctgcagaa 


catccccgtc 


cgcaccccct 


tgggccagag 


gatccgccgg 


1800 


gccttcgtgg 


ccgaggcggg 


ttgggcgttg gtggccctgg 


actatagcca 


gatagagctc 


1860 


cgcgtcctcg 


cccacctctc 


cggggacgaa 


aacctgatca 


gggtcttcca 


99 a 9999 aa 9 


1920 


gacatccaca 


cccagaccgc 


aagctggatg 


ttcggcgtcc 


ccccggaggc 


cgtggacccc 


1980 
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ctgatgcgcc gggcggccaa gacggtgaac ttcggcgtcc tctacggcat gtccgcccat 2040 

aggctctccc aggagcttgc catcccctac gaggaggcgg tggcctttat agagcgctac 2100 

ttccaaagct tccccaaggt gcgggcctgg atagaaaaga ccctggagga ggggaggaag 2160 

cggggctacg tggaaaccct cttcggaaga aggcgctacg tgcccgacct caacgcccgg 2220 

gtgaagagcg tcagggaggc cgcggagcgc atggccttca acatgcccgt ccagggcacc 22 80 

gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 2340 

gcccgcatgc tcctccaggt cgccaacgag ctcctcctgg aggcccccca agcgcgggcc 2400 

gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 2460 

ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggtca ccaccaccac 2520 

caccac 2526 

<210> 2833 
<211> 842 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 2833 

Met Asn Ser Gly Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu 
15 10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe Phe Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Met Val Tyr Gly Phe 
35 40 45 

Ala Arg Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Gin Ala Val Val 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Glu 
65 70 75 80 

Ala Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Met Val Asp Leu Leu Gly Leu Ala Arg Leu 



I 
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100 



105 



110 



Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Thr Leu Ala Lys 
115 ' 120 125 



Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Arg 
130 * 135 140 



Asp Leu Tyr Gin Leu Val Ser Asp Arg Val Ala Val Leu His Pro Glu 
145 150 155 160 



Gly His Leu lie Thr Pro Glu Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 



Pro Glu Gin Trp Val Asp Phe Arg Ala Leu Val Gly Asp Pro Ser Asp 
180 185 190 



Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Ala Lys Leu 
195 200 205 



lie Arg Glu Trp Gly Ser Leu Glu Asn Leu Leu Lys His Leu Glu Gin 
210 215 220 



Val Lys Pro Ala Ser Val Arg Glu Lys lie Leu Ser His Met Glu Asp 
225 * 230 235 240 



Leu Lys Leu Ser Leu Glu Leu Ser Arg Val His Thr Asp Leu Leu Leu 
245 250 255 



Gin Val Asp Phe Lys Ala Leu Arg Arg Arg Thr Pro Asp Leu Glu Gly 
260 265 270 



Leu Arg Ala Phe Leu Glu Glu Leu Glu Phe Gly Ser Leu Leu His Glu 
275 280 285 



Phe Gly Leu Leu Glu Ala Pro Ala Ala Ala Glu Glu Ala Pro Trp Pro 
290 295 300 



Pro Pro Glu Gly Ala Phe Val Gly Tyr Val Leu Ser Arg Pro Glu Pro 
305 310 * 315 320 



Met Trp Ala Glu Leu Asn Ala Leu Ala Ala Ala Trp Gly Gly Arg Val 
325 330 335 



His Arg Ala Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val 
340 345 350 
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Arg Gly Leu Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly 
355 360 365 



Leu Asp Leu Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu 
370 375 380 



Gly Pro Ser Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly 
385 390 395 400 



Glu Trp Thr Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu 
405 410 415 



His Arg Asn Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp 
420 425 430 



Leu Tyr His Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met 
435 440 445 



Glu Ala Thr Gly Val Arg Leu Asp Val Ala Tyr Leu Gin Ala Leu Ser 
450 455 460 



Leu Glu Leu Ala Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg 
465 470 475 480 



Leu Ala Gly His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg 
485 490 495 



Val Leu Phe Asp Glu Leu Arg Leu Pro Ala Leu Lys Lys Thr Lys Lys 
500 505 510 



Thr Gly Lys Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu 
515 ~ 520 525 



Ala His Pro lie Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys 
530 535 540 



Leu Lys Asn Thr Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg 
545 550 555 560 



Thr Gly Arg Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly 
565 570 575 



Arg Leu Ser Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr 
580 585 590 



Pro Leu Gly Gin Arg lie Arg Arg Ala Phe Val Ala Glu Ala Gly Trp 
595 ~ 600 605 
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Ala Leu Val Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala 
610 615 620 



His Leu Ser Gly Asp Glu Asn Leu He Arg Val Phe Gin Glu Gly Lys 
625 630 635 640 



Asp He His Thr Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu 
645 650 655 



Ala Val Asp Pro Leu Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly 
660 665 670 



Val Leu Tyr Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala He 
675 680 685 



Pro Tyr Glu Glu Ala Val Ala Phe He Glu Arg Tyr Phe Gin Ser Phe 
690 695 700 



Pro Lys Val Arg Ala Trp He Glu Lys Thr Leu Glu Glu Gly Arg Lys 
705 " 710 715 720 



Arg Gly Tyr Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp 
725 730 735 



Leu Asn Ala Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala 
740 745 750 



Phe Asn Met Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala 
755 760 765 



Met Val Lys Leu Phe Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu 
770 775 780 



Leu Gin Val Ala Asn Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala 
785 790 795 800 



Glu Glu Val Ala Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro 
805 810 815 



Leu Ala Val Pro Leu Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu 
820 825 830 



Ser Ala Lys Gly His His His His His His 
835 * 840 



<210> 2834 
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<211> 
<212> 
<213> 



2511 
DNA 

Artificial Sequence 



<220> 

<223> Synthetic 
<400> 2834 



atggaattcc 


tgcccctctt 


tgagcccaag 


ggccgggtgc 


ttctggtgga 


cggccaccac 


60 


ctggcctacc 


gcaccttcca 


cgccctgaag 


ggcctcacca 


ccagccgcgg 


ggagccggtc 


120 


caggcggtgt 


acgggtttgc 


caagagcctt 


ttgaaggcgc 


taagagaaga 


cggggatgtg 


180 


gtgatcgtgg 


tctttgacgc 


caaggccccc 


tccttccgcc 


acgaggccta 


cggggggtac 


240 


aaggcgggcc 


gggccccgac 


ccccgaggac 


ttcccccggc 


agctcgccct 


catcaaggag 


300 


ctggtggacc 


tcctggggct 


ggcgcgcctc 


gaggtgccgg 


gctttgaagc 


ggatgacgtc 


360 


ctggctaccc 


tggccaagaa 


ggcggaaaag 


gagggctacg 


aggtgcgcat 


tctcaccggc 


420 


gaccgcgacc 


tttaccaact 


cgtctccgac 


cgcgtcgccg 


tcctccaccc 


cgagggccac 


480 


ctcatcaccc 


cggagtggct 


ttgggagaag 


tacggcctca 


ggccggagca 


gtgggtggac 


540 


taccgggcct 


tggccgggga 


cccttccgac 


aacatccccg 


gcgtgaaggg 


catcggggag 


600 


aagacggcga 


ggaagcttct 


ggaggagtgg 


gggagcgtgg 


aagccctcct 


caagaacctg 


660 


gaccggctga 


agcccgccat 


ccgggagaag 


atcctggccc 


acatggagga 


cctcaagcta 


720 


tccctggagc 


tatcccgggt 


gcgcaccgac 


ctccccctgg 


aggtggacct 


cgcccagggg 


780 


cgggagcccg 


accgggaggg 


gcttaaggcc 


tttttggaga 


ggctggagtt 


cggaagcctc 


840 


ctccacgagt 


tcggcctgtt 


ggaaagcccg 


qtqqcqqcqq 


aggaagctcc 


ctggccgccc 


900 


cccgagggag 


ccttcgtggg 


gtacgttctt 


tcccgccccg 


agcccatgtg 


ggcggagctt 


960 


aacgccttgg 


ccgccgcctg 


gggcggccgc 


gtgcaccggg 


cagcagaccc 


cttggcgggg 


1020 


ctaaaggacc 


tcaaggaggt 


ccggggcctc 


ctcgccaagg 


acctcgccgt 


cttggcctcg 


1080 


agggaggggc 


tagacctcgt 


gcccggggac 


gaccccatgc 


tcctcgccta 


cctcctgggc 


1140 


ccctccaaca 


ccacccccga 


gggggtggcg 


cggcgctacg 


ggggggagtg 


gacggaggac 


1200 


gccgcccacc 


gggccctcct 


ctcggagagg 


ctccatcgga 


acctccttaa 


gcgcctcgag 


1260 


ggggaggaga 


agctcctttg 


gctctaccac 


gaggtggaaa 


agcccctctc 


ccgggtcctg 


1320 


gcccacatgg 


aggccaccgg 


ggtacggctg 


gacgtggcct 


accttcaggc 


cctttccctg 


1380 


gagcttgcgg 


aggagatccg 


ccgcctcgag 


gaggaggtct 


tccgcttggc 


gggccacccc 


1440 


ttcaacctca 


actcccggga 


ccagctggaa 


agggtgctct 


ttgacgagct 


taggcttccc 


1500 
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gccttgaaga 


agacgaagaa 


gacaggcaag 


cgctccacca 


gcgccgcggt 


gctggaggcc 


1560 


ctacgggagg 


cccaccccat 


cgtggagaag 


atcctccagc 


accgggagct 


caccaagctc 


1620 


aagaacacct 


acgtggaccc 


cctcccaagc 


ctcgtccacc 


cgaggacggg 


ccgcctccac 


1680 


acccgcttca 


accagacggc 


cacggccacg 


gggaggctta 


gtagctccga 


ccccaacctg 


1740 


cagaacatcc 


ccgtccgcac 


ccccttgggc 


cagaggatcc 


gccgggcctt 


cgtggccgag 


1800 


gcgggttggg 


cgttggtggc 


cctggactat 


agccagatag 


agctccgcgt 


cctcgcccac 


1860 


ctctccgggg 


acgaaaacct 


gatcagggtc 


ttccaggagg 


ggaaggacat 


ccacacccag 


1920 


accgcaagct 


ggatgttcgg 


cgtccccccg 


gaggccgtgg 


accccctgat 


gcgccgggcg 


1980 


gccaagacgg 


tgaacttcgg 


cgtcctctac 


ggcatgtccg 


cccataggct 


ctcccaggag 


2040 


cttgccatcc 


cctacgagga 


ggcggtggcc 


tttatagagc 


gctacttcca 


aagcttcccc 


z±UU 


aaggtgcggg 


cctggataga 


aaagaccctg 


gaggagggga 


ggaagcgggg 


ctacgtggaa 


2160 


accctcttcg 


gaagaaggcg 


ctacgtgccc 


gacctcaacg 


cccgggtgaa 


gagcgtcagg 


2220 


gaggccgcgg 


agcgcatggc 


cttcaacatg 


cccgtccagg 


gcaccgccgc 


cgacctcatg 


2280 


aagctcgcca 


tggtgaagct 


cttcccccgc 


ctccgggaga 


tgggggcccg 


catgctcctc 


2340 


caggtcgcca 


acgagctcct 


cctggaggcc 


ccccaagcgc 


gggccgagga 


ggtggcggct 


2400 


ttggccaagg 


aggccatgga 


gaaggcctat 


cccctcgccg 


tgcccctgga 


ggtggaggtg 


2460 


gggatggggg 


aggactggct 


ttccgccaag 


ggtcaccacc 


accaccacca 


c 


2511 



<210> 2835 

<211> 837 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2835 

Met Glu Phe Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu Leu Val 
1 5 10 15 

Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys Gly Leu 
20 ^25 30 

Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe Ala Lys 
35 40 45 
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Ser Leu Leu Lys Ala Leu Arg Glu Asp Gly Asp Val Val lie Val Val 
50 55 60 



Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly Gly Tyr 
65 70 75 80 



Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin Leu Ala 
85 90 95 



Leu lie Lys Glu Leu Val Asp Leu Leu Gly Leu Ala Arg Leu Glu Val 
100 105 110 



Pro Gly Phe Glu Ala Asp Asp Val Leu Ala Thr Leu Ala Lys Lys Ala 
115 120 125 



Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Gly Asp Arg Asp Leu 
130 A 135 14 0 



Tyr Gin Leu Val Ser Asp Arg Val Ala Val Leu His Pro Glu Gly His 
145 150 155 160 



Leu lie Thr Pro Glu Trp Leu Trp Glu Lys Tyr Gly Leu Arg Pro Glu 
165 " 170 175 



Gin Trp Val Asp Tyr Arg Ala Leu Ala Gly Asp Pro Ser Asp Asn lie 
180 185 190 



Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Arg Lys Leu Leu Glu 
195 "* ' 200 205 



Glu Trp Gly Ser Val Glu Ala Leu Leu Lys Asn Leu Asp Arg Leu Lys 
210 215 220 



Pro Ala lie Arg Glu Lys lie Leu Ala His Met Glu Asp Leu Lys Leu 
225 ~ 230 235 240 



Ser Leu Glu Leu Ser Arg Val Arg Thr Asp Leu Pro Leu Glu Val Asp 
245 " 250 255 



Leu Ala Gin Gly Arg Glu Pro Asp Arg Glu Gly Leu Lys Ala Phe Leu 
260 265 270 



Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu Leu Glu 
275 280 285 



Ser Pro Val Ala Ala Glu Glu Ala Pro Trp Pro Pro Pro Glu Gly Ala 
290 295 300 
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Phe Val Gly Tyr Val Leu Ser Arg Pro Glu Pro Met Trp Ala Glu Leu 
305 ~ 310 315 320 



Asn Ala Leu Ala Ala Ala Trp Gly Gly Arg Val His Arg Ala Ala Asp 
325 330 335 



Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val Arg Gly Leu Leu Ala 
340 345 350 



Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly Leu Asp Leu Val Pro 
355 360 365 



Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Gly Pro Ser Asn Thr 
370 375 380 



Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr Glu Asp 
385 390 395 400 



Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu His Arg Asn Leu Leu 
405 410 415 



Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp Leu Tyr His Glu Val 
420 * 425 ~ 430 



Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala Thr Gly Val 
435 ~ 440 445 



Arg Leu Asp Val Ala Tyr Leu Gin Ala Leu Ser Leu Glu Leu Ala Glu 
450 ~ 455 460 



Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg Leu Ala Gly His Pro 
465 " ~ 470 475 480 



Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe Asp Glu 
485 490 495 



Leu Arg Leu Pro Ala Leu Lys Lys Thr Lys Lys Thr Gly Lys Arg Ser 
500 505 510 



Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro lie Val 
515 520 525 



Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys Leu Lys Asn Thr Tyr 
530 535 540 



Val Asp Pro Leu Pro Ser Leu Val His Pro Arg Thr Gly Arg Leu His 
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545 



550 



555 



560 



Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser Ser Ser 
565 570 575 



Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly Gin Arg 
580 585 590 



He Arg Arg Ala Phe Val Ala Glu Ala Gly Trp Ala Leu Val Ala Leu 
595 600 605 



Asp Tyr Ser Gin He Glu Leu Arg Val Leu Ala His Leu Ser Gly Asp 
610 615 ~ 620 



Glu Asn Leu He Arg Val Phe Gin Glu Gly Lys Asp He His Thr Gin 
625 630 635 640 



Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu Ala Val Asp Pro Leu 
645 650 655 



Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly Val Leu Tyr Gly Met 
660 ~ 665 670 



Ser Ala His Arg Leu Ser Gin Glu Leu Ala He Pro Tyr Glu Glu Ala 
675 680 685 



Val Ala Phe He Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val Arg Ala 
690 695 700 



Trp He Glu Lys Thr Leu Glu Glu Gly Arg Lys Arg Gly Tyr Val Glu 
705 710 715 720 



Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Asn Ala Arg Val 
725 ~ ~ ^ 730 735 



Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met Pro Val 
740 745 750 



Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys Leu Phe 
755 760 765 



Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu Leu Gin Val Ala Asn 
770 775 780 



Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala Glu Glu Val Ala Ala 
785 790 795 800 
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Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro Leu Ala Val Pro Leu 
805 810 815 



Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu Ser Ala Lys Gly His 
820 825 830 



His His His His His 
835 



<210> 2836 

<211> 2493 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 2836 



atgaattccc 


tgcccctctt 


tgagcccaag 


ggccgggtcc 


tcctggtgga 


cggccaccac 


60 


ctggcctacc 


gtaccttttt 


tgccctgaag 


ggcctcacca 


cctcccgggg 


ggagccggtg 


120 


cagatggtct 


acggcttcgc 


ccggagcctc 


ctcaaggccc 


tcaaggagga 


cggggacgcg 


180 


gtgatcgtgg 


tctttgacgc 


cgaggccccc 


tccttccgcc 


accagaccta 


cgaggcctac 


240 


aaggcgggga 


gggctcccac 


ccccgaggac 


tttccccggc 


agcttgccct 


tatcaaggag 


300 


ctggtggacc 


tcctggggtt 


tacccgcctc 


gaggtccccg 


gctacgaggc 


ggacgacgtt 


360 


ctcgccaccc 


tggccaagaa 


ggcggaaaag 


gagggctacg 


aggtgcgcat 


cctcaccgcg 


420 


gaccgggacc 


tttaccagct 


tctttccgac 


cgcattcacg 


tccttcaccc 


cgaggggtac 


480 


ctcatcaccc 


cggcctggct 


ttgggaaaag 


tacggcttga 


ggcccgacca 


gtgggccgac 


540 


taccgggccc 


tgaccgggga 


cgaatccgac 


aacctttccg 


gggtcaaggg 


catcggggag 


600 


aagacggcga 


ggaagcttct 


ggaggagtgg 


gggagcctgg 


aagccctcct 


caagaacctg 


660 


gaccggctga 


agcccgccat 


ccgggagaag 


atcctggccc 


acatggacga 


tctgaagctc 


720 


tccttggagc 


tctcccgggt 


gcgcaccgac 


ctccccctgg 


aggtggactt 


cgccaaaagg 


780 


cgggagcccg 


accgggagag 


gcttagggcc 


tttctggaga 


ggcttgagtt 


tggcagcctc 


840 


ctccacgagt 


tcggcccttt 


ggaaagcccc 


agggccgcgg 


aggaagctcc 


ctggccgccc 


900 


cccgagggag 


ccttcgtggg 


gtacgttctt 


tcccgccccg 


agcccatgtg 


ggcggagctt 


960 


aacgccttgg 


ccgccgccag 


gggcggccgc 


gtgcaccggg 


cagcagaccc 


cttggcgggg 


1020 


ctaaaggacc 


tcaaggaggt 


ccggggcctc 


ctcgccaagg 


acctcgccgt 


cttggcctcg 


1080 
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agggaggggc 


tagacctcgt 


gcccggggac 


gaccccatgc 


tcctcgccta 


cctcctgggc 


1140 


ccctcgaaca 


ccacccccga 


gggggtggcg 


cggcgctacg ggggggagtg gacggaggac 


1200 


gccgcccacc 


gggccctcct 


ctcggagagg 


ctccatcgga 


acctccttaa gcgcctcgag 


1260 


ggggaggaga 


agctcctttg 


gctctaccac 


gaggtggaaa 


agcccctctc 


ccgggtcctg 


1320 


gcccatatgg 


aggccaccgg 


ggtacggctg 


gacgtggcct 


accttcaggc 


cctttccctg 


1380 


gagcttgcgg 


aggagatccg 


ccgcctcgag 


gaggaggtct 


tccgcttggc 


gggccacccc 


1440 


ttcaacctca 


actcccggga 


ccagctggaa 


agggtgctct 


ttgacgagct 


taggcttccc 


1500 


gccttgaaga 


agacgaagaa 


gacaggcaag 


cgctccacca gcgccgcggt 


gctggaggcc 


1560 


ctacgggagg 


cccaccccat 


cgtggagaag 


atcctccagc 


accgggagct 


caccaagctc 


1620 


aagaacacct 


acgtggaccc 


cctcccaagc 


ctcgtccacc 


cgaggacggg 


ccgcctccac 


1680 


acccgcttca 


accagacggc 


cacggccacg 


gggaggctta 


gtagctccga 


ccccaacctg 


1740 


cagaacatcc 


ccgtccgcac 


ccccttgggc 


cagaggatcc 


gccgggcctt 


cgtggccgag 


1800 


gcgggttggg 


cgttggtggc 


cctggactat 


agccagatag 


agctccgcgt 


cctcgcccac 


1860 


ctctccgggg 


acgaaaacct 


gatcagggtc 


ttccaggagg ggaaggacat 


ccacacccag 


1920 


accgcaagct 


ggatgttcgg 


cgtccccccg 


gaggccgtgg 


accccctgat 


gcgccgggcg 


1980 


gccaagacgg 


tgaacttcgg 


cgtcctctac 


ggcatgtccg cccataggct 


ctcccaggag 


2040 


cttgccatcc 


cctacgagga 


ggcggtggcc 


tttatagagc gctacttcca aagcttcccc 


2100 


aaggtgcggg 


cctggataga 


aaagaccctg 


gaggagggga 


ggaagcgggg 


ctacgtggaa 


2160 


accctcttcg 


gaagaaggcg 


ctacgtgccc 


gacctcaacg 


cccgggtgaa 


gagcgtcagg 


2220 


gaggccgcgg 


agcgcatggc 


cttcaacatg 


cccgtccagg 


gcaccgccgc 


cgacctcatg 


2280 


aagctcgcca 


tggtgaagct 


cttcccccgc 


ctccgggaga 


tgggggcccg 


catgctcctc 


2340 


caggtcgcca 


acgagctcct 


cctggaggcc 


ccccaagcgc 


gggccgagga 


ggtggcggct 


2400 


ttggccaagg 


aggccatgga 


gaaggcctat 


cccctcgccg 


tgcccctgga ggtggaggtg 


2460 


gggatggggg 


aggactggct 


ttccgccaag 


ggt 






2493 



<210> 2837 

<211> 831 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
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<400> 2837 



Met Asn Ser Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu Leu Val 
15 10 15 



Asp Gly His His Leu Ala Tyr Arg Thr Phe Phe Ala Leu Lys Gly Leu 
20 * 25 30 



Thr Thr Ser Arg Gly Glu Pro Val Gin Met Val Tyr Gly Phe Ala Arg 
35 40 45 



Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie Val Val 
50 55 60 



Phe Asp Ala Glu Ala Pro Ser Phe Arg His Gin Thr Tyr Glu Ala Tyr 
65 * 70 75 80 



Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin Leu Ala 
85 90 95 



Leu lie Lys Glu Leu Val Asp Leu Leu Gly Phe Thr Arg Leu Glu Val 
100 105 110 



Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Thr Leu Ala Lys Lys Ala 
115 120 125 



Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Arg Asp Leu 
130 * ~ 135 " 140 



Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu Gly Tyr 
145 150 ~ 155 160 



Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg Pro Asp 
165 170 175 



Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp Asn Leu 
180 " 185 190 



Ser Gly Val Lys Gly lie Gly Glu Lys Thr Ala Arg Lys Leu Leu Glu 
195 200 205 



Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg Leu Lys 
210 ' 215 220 



Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu Lys Leu 
225 230 235 240 
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Ser Leu Glu Leu Ser Arg Val Arg Thr Asp Leu Pro Leu Glu Val Asp 
245 250 255 



Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala Phe Leu 
260 ~ 265 270 



Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Pro Leu Glu 
275 * 280 285 



Ser Pro Arg Ala Ala Glu Glu Ala Pro Trp Pro Pro Pro Glu Gly Ala 
290 ~ 295 300 



Phe Val Gly Tyr Val Leu Ser Arg Pro Glu Pro Met Trp Ala Glu Leu 
305 ^ 310 315 320 



Asn Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala Ala Asp 
325 330 335 



Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val Arg Gly Leu Leu Ala 
340 345 350 



Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly Leu Asp Leu. Val Pro 
355 360 365 



Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Gly Pro Ser Asn Thr 
370 375 380 



Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr Glu Asp 
385 390 395 400 



Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu His Arg Asn Leu Leu 
405 410 415 



Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp Leu Tyr His Glu Val 
420 ' 425 430 



Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala Thr Gly Val 
435 440 445 



Arg Leu Asp Val Ala Tyr Leu Gin Ala Leu Ser Leu Glu Leu Ala Glu 
450 455 460 



Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg Leu Ala Gly His Pro 
465 ~ ^ 470 475 480 



Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe Asp Glu 
485 ~ 490 495 
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Leu Arg Leu Pro Ala Leu Lys Lys Thr Lys Lys Thr Gly Lys Arg Ser 
500 505 510 



Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro lie Val 
515 520 525 



Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys Leu Lys Asn Thr Tyr 
530 535 ~ 540 



Val Asp Pro Leu Pro Ser Leu Val His Pro Arg Thr Gly Arg Leu His 
545 550 555 560 



Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser Ser Ser 
565 570 575 



Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly Gin Arg 
580 585 590 



lie Arg Arg Ala Phe Val Ala Glu Ala Gly Trp Ala Leu Val Ala Leu 
595 600 605 



Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser Gly Asp 
610 615 620 



Glu Asn Leu lie Arg Val Phe Gin Glu Gly Lys Asp lie His Thr Gin 
625 630 635 640 



Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu Ala Val Asp Pro Leu 
645 650 655 



Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly Val Leu Tyr Gly Met 
660 665 670 



Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu Glu Ala 
675 680 685 



Val Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val Arg Ala 
690 695 700 



Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Lys Arg Gly Tyr Val Glu 
705 710 715 * 720 



Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Asn Ala Arg Val 
725 730 735 



Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met Pro Val 
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740 



745 



750 



Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys Leu Phe 
755 760 765 

Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu Leu Gin Val Ala Asn 
770 775 780 

Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala Glu Glu Val Ala Ala 
785 790 795 800 

Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro Leu Ala Val Pro Leu 
805 810 815 

Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu Ser Ala Lys Gly 
820 825 830 

<210> 2838 
<211> 2526 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 2838 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 60 

ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 12 0 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 180 

gggtacaagg ccgtcttcgt ggtctttgac gccaaggccc cctccttccg ccacgaggcc 240 

tacgaggcct acaaggcggg gagggccccg acccccgagg acttcccccg gcagctcgcc 300 

ctcatcaagg agctggtgga cctcctgggg tttacccgcc tcgaggtccc cggctacgag 360 

gcggacgacg ttctcgccac cctggccaag aaggcggaaa aggaggggta cgaggtgcgc 420 

atcctcaccg ccgaccgcga cctctaccaa ctcgtctccg accgcgtcgc cgtcctccac 480 

cccgagggcc acctcatcac cccggagtgg ctttgggaga agtacggcct caggccggag 540 

cagtgggtgg acttccgcgc cctcgtgggg gacccctccg acaacctccc cggggtcaag 600 

ggcatcgggg agaagaccgc cctcaagctc ctcaaggagt ggggaagcct ggaaaacctc 660 

ctcaagaacc tggaccgggt aaagccagaa aacgtccggg agaagatcaa ggcccacctg 720 
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gaagacctca 


ggctctcctt 


ggagctctcc 


cgggtgcgca 


ccgacctccc 


cctggaggtg 


/ oU 


gacctcgccc 


aggggcggga 


gcccgaccgg gaggggctta 


gggccttcct 


ggagaggctg 


O A ft 

840 


gagttcggca 


gcctcctcca 


caaattcacrc 


etcetera aaa 


cccccgcccc 


cctggaggag 


900 


gccccctggc 


ccccgccgga 


aggggccttc 


QtQQQCttCCT 


tcctctcccg 


ccccgagccc 


ft £ ft 

960 


atgtgggcgg 


agcttaaagc 


cctggccgcc 




gccgcgtgca 


ccgggcagca 


1020 


gaccccttgg 


cggggctaaa 


ggacctcaag 


QaaatccQcra 


gcctcctcgc 


caaggacctc 


1080 


gccgtcttgg 


cctcgaggga 


ggggctagac 


ctcgtgcccg 


gggacgaccc 


catgctcctc 


1 *1 A ft 

1140 


gcctacctcc 


tggacccttc 


gaacaccacc 


CCCQaQQQQQ 

w w w *** 73 7D 3 73 73 


tggcgcggcg 


etaegggggg 


1 ft ft ft 

LA OU 


gagtggacgg 


aggacgccgc 


ccaccgggcc 


ctcctctcgg 


agaggctcca 


tcggaacctc 


1260 


cttaagcgcc 


tcgaggggga 


ggagaagctc 


ctttggctct 


accacgaggt 


ggaaaagece 


*i ^ ft ft 
1320 


ctctcccggg 


tcctggccca 


catggaggcc 


aceggggtae 


ggctggacgt 


ggcctacctt 


1 O ft 

13 80 


caggcccttt 


ccctggagct 


tgcggaggag 


atccgccgcc 


tcgaggagga 


ggtcttccgc 


"1 A A ft 

144U 


ttggcgggcc 


accccttcaa 


cctcaactcc 


cgggaccagc 


tggaaagggt 


gctctttgac 


1 C ft ft 

lbUO 


gagcttaggc 


ttcccgcctt 


gaagaagacg 


aagaagacag 


gcaagcgctc 


caccagcgcc 


1560 


gcggtgctgg 


aggccctacg 


ggaggcccac 


cccatcgtgg 


agaagatcct 


ccagcaccgg 


1620 


gagctcacca 


agctcaagaa 


cacctacgtg gaccccctcc 


caagcctcgt 


ccacccgagg 


1680 


acgggccgcc 


tccacacccg 


cttcaaccag 


acggccacgg 


ecaeggggag 


gcttagtagc 


1740 


tccgacccca 


acctgcagaa 


catccccgtc 


cgcaccccct 


tgggecagag 


gatccgccgg 


1800 


gccttcgtgg 


ccgaggcggg 


ttgggcgttg gtggccctgg 


actatageca 


gatagagctc 


1860 


cgcgtcctcg 


cccacctctc 


cggggacgaa 


aacctgatca 


gggtcttcca 


99 a 9999 aa 9 


1920 


gacatccaca 


cccagaccgc 


aagctggatg 


ttcggcgtcc 


ccccggaggc 


cgtggacccc 


1980 


ctgatgcgcc 


gggcggccaa 


gacggtgaac 


ttcggcgtcc 


tetaeggcat 


gtccgcccat 


ft ft A ft 


aggctctccc 


aggagcttgc 


catcccctac 


gaggaggegg 


tggectttat 


agagegctae 


2100 


ttccaaagct 


tccccaaggt 


gcgggcctgg 


atagaaaaga 


ccctggagga 


ggggaggaag 


2160 


cggggctacg 


tggaaaccct 


cttcggaaga 


aggegctacg 


tgcccgacct 


caacgcccgg 


2220 


gtgaagagcg 


tcagggaggc 


cgcggagcgc 


atggccttca 


acatgcccgt 


ccagggcacc 


2280 


gccgccgacc 


tcatgaagct 


cgccatggtg 


aagctcttcc 


cccgcctccg 


ggagatgggg 


2340 


gcccgcatgc 


tcctccaggt 


cgccaacgag 


ctcctcctgg 


aggcccccca 


agcgcgggcc 


2400 


gaggaggtgg 


cggctttggc 


caaggaggcc 


atggagaagg 


cctatcccct 


cgccgtgccc 


2460 


ctggaggtgg 


aggtggggat 


gggggaggac 


tggctttccg 


ccaagggtca 


ccaccaccac 


2520 


caccac 












2526 
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<210> 2839 

<211> 842 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 2839 

Met Asn Ser Glu Ala Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val 
15 10 15 



Leu Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe Phe Ala Leu 
20 25 " 30 



Lys Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly 
35 40 45 



Phe Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Tyr Lys Ala 
50 55 60 



Val Phe Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala 
65 70 75 ^ 80 



Tyr Glu Ala Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro 
85 90 95 



Arg Gin Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Phe Thr 
100 105 110 



Arg Leu Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Thr Leu 
115 120 125 



Ala Lys Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala 
130 135 140 



Asp Arg Asp Leu Tyr Gin Leu Val Ser Asp Arg Val Ala Val Leu His 
145 150 " 155 160 



Pro Glu Gly His Leu lie Thr Pro Glu Trp Leu Trp Glu Lys Tyr Gly 
165 170 175 



Leu Arg Pro Glu Gin Trp Val Asp Phe Arg Ala Leu Val Gly Asp Pro 
180 185 190 
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Ser Asp Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Leu 
195 200 205 



Lys Leu Leu Lys Glu Trp Gly Ser Leu Glu Asn Leu Leu Lys Asn Leu 
210 215 220 



Asp Arg Val Lys Pro Glu Asn Val Arg Glu Lys lie Lys Ala His Leu 
225 ~ 230 235 * 240 



Glu Asp Leu Arg Leu Ser Leu Glu Leu Ser Arg Val Arg Thr Asp Leu 
245 250 255 



Pro Leu Glu Val Asp Leu Ala Gin Gly Arg Glu Pro Asp Arg Glu Gly 
260 265 270 



Leu Arg Ala Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu 
275 280 285 



Phe Gly Leu Leu Glu Ala Pro Ala Pro Leu Glu Glu Ala Pro Trp Pro 
290 295 300 



Pro Pro Glu Gly Ala Phe Val Gly Phe Val Leu Ser Arg Pro Glu Pro 
305 * 310 315 ~* 320 



Met Trp Ala Glu Leu Lys Ala Leu Ala Ala Cys Arg Gly Gly Arg Val 
325 330 ' " 335 



His Arg Ala Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val 
340 345 - ~ 350 



Arg Gly Leu Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly 
355 360 365 



Leu Asp Leu Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu 
370 375 380 



Asp Pro Ser Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly 
385 390 395 400 



Glu Trp Thr Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu 
405 410 415 



His Arg Asn Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp 
420 425 430 



Leu Tyr His Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met 
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435 



440 



445 



Glu Ala Thr Gly Val Arg Leu Asp Val Ala Tyr Leu Gin Ala Leu Ser 
450 455 460 



Leu Glu Leu Ala Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg 
465 470 475 480 



Leu Ala Gly His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg 
485 490 495 



Val Leu Phe Asp Glu Leu Arg Leu Pro Ala Leu Lys Lys Thr Lys Lys 
500 505 510 



Thr Gly Lys Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu 
515 ~ 520 525 



Ala His Pro lie Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys 
530 535 540 



Leu Lys Asn Thr Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg 
545 ' 550 555 560 



Thr Gly Arg Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly 
565 570 575 



Arg Leu Ser Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr 
580 585 590 



Pro Leu Gly Gin Arg lie Arg Arg Ala Phe Val Ala Glu Ala Gly Trp 
595 ^ 600 605 



Ala Leu Val Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala 
610 615 620 



His Leu Ser Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Lys 
625 * 630 635 640 



Asp lie His Thr Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu 
645 650 . 655 



Ala Val Asp Pro Leu Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly 
660 665 670 



Val Leu Tyr Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie 
675 680 685 
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Pro Tyr Glu Glu Ala Val Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe 
690 695 700 



Pro Lys Val Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Lys 
705 * 710 715 720 

Arg Gly Tyr Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp 
725 730 735 

Leu Asn Ala Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala 
740 745 750 

Phe Asn Met Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala 
755 " 760 765 

Met Val Lys Leu Phe Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu 
770 775 780 

Leu Gin Val Ala Asn Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala 
785 790 795 800 

Glu Glu Val Ala Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro 
805 810 815 

Leu Ala Val Pro Leu Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu 
820 825 830 

Ser Ala Lys Gly His His His His His His 
835 * 840 

<210> 2840 
<211> 2526 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 2840 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 60 
ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 12 0 
gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 180 
gggtacaagg ccgtcttcgt ggtctttgac gccaaggccc cctccttccg ccacgaggcc 24 0 
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tacgaggcct 


acaaggcggg 


gagggccccg 


acccccgagg 


acttcccccg 


gcagctcgcc 


300 


ctcatcaagg 


agctggtgga 


cctcctgggg 


tttacccgcc 


tcgaggtccc 


cggctacgag 


360 


gcggacgacg 


ttctcgccac 


cctggccaag aaggcggaaa 


aggaggggta 


cgaggtgcgc 


420 


atcctcaccg 


ccgaccgcga 


cctctaccaa 


ctcgtctccg 


accgcgtcgc 


cgtcctccac 


480 


cccgagggcc 


acctcatcac 


cccggagtgg 


ctttgggaga 


agtacggcct 


caggccggag 


540 


cagtgggtgg 


acttccgcgc 


cctcgtgggg 


gacccctccg 


acaacctccc 


cggggtcaag 


600 


ggcatcgggg 


agaagaccgc 


cctcaagctc 


ctcaaggagt 


ggggaagcct 


ggaaaacctc 


660 


ctcaagaacc 


tggaccgggt 


aaagccagaa 


aacgtccggg 


agaagatcaa 


ggcccacctg 


720 


gaagacctca 


ggctctcctt 


ggagctctcc 


cgggtgcgca 


ccgacctccc 


cctggaggtg 


780 


gacctcgccc 


aggggcggga 


gcccgaccgg gaggggctta 


gggccttcct 


ggagaggctg 


840 


gagttcggca 


gcctcctcca 


cgagttcggc 


ctcctggagg 


cccccgcccc 


cctggaggag 


900 


gccccctggc 


ccccgccgga 


aggggccttc 


gtgggcttcg 


tcctctcccg 


ccccgagccc 


960 


atgtgggcgg 


agcttaaagc 


cctggccgcc 


tgcaggggcg 


gccgcgtgca 


ccgggcagca 


1020 


gaccccttgg 


cggggctaaa 


ggacctcaag 


gaggtccggg 


gcctcctcgc 


caaggacctc 


1080 


gccgtcttgg 


cctcgaggga 


ggggctagac 


ctcgtgcccg 


gggacgaccc 


catgctcctc 


1140 


gcctacctcc 


tgggcccctc 


caacaccacc 


cccgaggggg 


tggcgcggcg 


ctacgggggg 


1200 


gagtggacgg 


aggacgccgc 


ccaccgggcc 


ctcctctcgg 


agaggctcca 


tcggaacctc 


1260 


cttaagcgcc 


tcgaggggga 


ggagaagctc 


ctttggctct 


accacgaggt 


ggaaaagccc 


1320 


ctctcccggg 


tcctggccca 


catggaggcc 


accggggtac 


ggcgggacgt 


ggcctacctt 


1380 


caggcccttt 


ccctggagct 


tgcggaggag 


atccgccgcc 


tcgaggagga 


ggtcttccgc 


1440 


ttggcgggcc 


accccttcaa 


cctcaactcc 


cgggaccagc 


tggaaagggt 


gctctttgac 


1500 


gagcttaggc 


ttcccgcctt 


gaagaagacg 


aagaagacag 


gcaagcgctc 


caccagcgcc 


1560 


gcggtgctgg 


aggccctacg 


ggaggcccac 


cccatcgtgg 


agaagatcct 


ccagcaccgg 


1620 


gagctcacca 


agctcaagaa 


cacctacgtg gaccccctcc 


caagcctcgt 


ccacccgagg 


1680 


acgggccgcc 


tccacacccg 


cttcaaccag 


acggccacgg 


ccacggggag 


gcttagtagc 


1740 


tccgacccca 


acctgcagaa 


catccccgtc 


cgcaccccct 


tgggccagag 


gatccgccgg 


1800 


gccttcgtgg 


ccgaggcggg 


ttgggcgttg 


gtggccctgg 


actatagcca 


gatagagctc 


1860 


cgcgtcctcg 


cccacctctc 


cggggacgaa 


aacctgatca 


gggtcttcca 


ggaggggaag 


1920 


gacatccaca 


cccagaccgc 


aagctggatg 


ttcggcgtcc 


ccccggaggc 


cgtggacccc 


1980 


ctgatgcgcc 


gggcggccaa 


gacggtgaac 


ttcggcgtcc 


tctacggcat 


gtccgcccat 


2040 


aggctctccc 


aggagcttgc 


catcccctac 


gaggaggcgg 


tggcctttat 


agagcgctac 


2100 
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ttccaaagct tccccaaggt gcgggcctgg atagaaaaga ccctggagga ggggaggaag 2160 

cggggctacg tggaaaccct cttcggaaga aggcgctacg tgcccgacct caacgcccgg 2220 

gtgaagagcg tcagggaggc cgcggagcgc atggccttca acatgcccgt ccagggcacc 22 80 

gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 2340 

gcccgcatgc tcctccaggt cgccaacgag ctcctcctgg aggcccccca agcgcgggcc 2400 

gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 2460 

ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggtca ccaccaccac 2520 

caccac 2526 

<210> 2841 
<211> 842 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 2841 

Met Asn Ser Glu Ala Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val 
1 5 10 15 



Leu Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe Phe Ala Leu 
20 25 30 



Lys Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly 
35 40 45 



Phe Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Tyr Lys Ala 
50 55 60 



Val Phe Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala 
65 70 75 80 



Tyr Glu Ala Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro 
85 90 95 



Arg Gin Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Phe Thr 
100 ^ 105 110 



Arg Leu Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Thr Leu 
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115 



120 



125 



Ala Lys Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala 
130 135 140 



Asp Arg Asp Leu Tyr Gin Leu Val Ser Asp Arg Val Ala Val Leu His 
145 150 155 160 



Pro Glu Gly His Leu lie Thr Pro Glu Trp Leu Trp Glu Lys Tyr Gly 
165 170 175 



Leu Arg Pro Glu Gin Trp Val Asp Phe Arg Ala Leu Val Gly Asp Pro 
180 185 190 



Ser Asp Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Leu 
195 200 205 



Lys Leu Leu Lys Glu Trp Gly Ser Leu Glu Asn Leu Leu Lys Asn Leu 
210 215 220 



Asp Arg Val Lys Pro Glu Asn Val Arg Glu Lys lie Lys Ala His Leu 
225 " 230 235 240 



Glu Asp Leu Arg Leu Ser Leu Glu Leu Ser Arg Val Arg Thr Asp Leu 
245 250 255 



Pro Leu Glu Val Asp Leu Ala Gin. Gly Arg Glu Pro Asp Arg Glu Gly 
260 265 270 



Leu Arg Ala Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu 
275 280 285 



Phe Gly Leu Leu Glu Ala Pro Ala Pro Leu Glu Glu Ala Pro Trp Pro 
290 295 300 



Pro Pro Glu Gly Ala Phe Val Gly Phe Val Leu Ser Arg Pro Glu Pro 
305 310 315 320 



Met Trp Ala Glu Leu Lys Ala Leu Ala Ala Cys Arg Gly Gly Arg Val 
325 330 335 



His Arg Ala Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val 
340 345 350 



Arg Gly Leu Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly 
355 360 365 



- 2072 - 



Leu Asp Leu Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu 
370 375 380 



Gly Pro Ser Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly 
385 390 395 400 



Glu Trp Thr Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu 
405 410 415 



His Arg Asn Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp 
420 425 430 



Leu Tyr His Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met 
435 440 445 



Glu Ala Thr Gly Val Arg Arg Asp Val Ala Tyr Leu Gin Ala Leu Ser 
450 " 455 460 



Leu Glu Leu Ala Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg 
465 470 475 480 



Leu Ala Gly His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg 
485 490 495 



Val Leu Phe Asp Glu Leu Arg Leu Pro Ala Leu Lys Lys Thr Lys Lys 
500 505 * 510 



Thr Gly Lys Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu 
515 ~ 520 525 



Ala His Pro lie Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys 
530 535 540 



Leu Lys Asn Thr Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg 
545 ' 550 " 555 560 



Thr Gly Arg Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly 
565 570 575 



Arg Leu Ser Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr 
580 585 590 



Pro Leu Gly Gin Arg lie Arg Arg Ala Phe Val Ala Glu Ala Gly Trp 
595 600 605 



Ala Leu Val Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala 
610 ~ 615 620 
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His Leu Ser Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Lys 
625 ' ~ 630 635 640 



Asp lie His Thr Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu 
645 650 655 



Ala Val Asp Pro Leu Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly 
660 665 670 



Val Leu Tyr Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie 
675 ' 680 685 



Pro Tyr Glu Glu Ala Val Ala Phe He Glu Arg Tyr Phe Gin Ser Phe 
690 695 700 



Pro Lys Val Arg Ala Trp He Glu Lys Thr Leu Glu Glu Gly Arg Lys 
705 710 715 720 



Arg Gly Tyr Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp 
725 730 735 



Leu Asn Ala Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala 
740 * 745 750 



Phe Asn Met Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala 
755 760 765 



Met Val Lys Leu Phe Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu 
770 "* 775 780 



Leu Gin Val Ala Asn Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala 
785 790 795 800 



Glu Glu Val Ala Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro 
805 810 815 



Leu Ala Val Pro Leu Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu 
820 825 830 



Ser Ala Lys Gly His His His His His His 
835 840 



<210> 2842 
<211> 2526 
<212> DNA 
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<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 2842 



atgaattccg 


aggcgatgct 


tccgctcttt 


gaacccaaag gccgggtcct 


cctggtggac 


60 


ggccaccacc 


tggcctaccg 


caccttcttc 


gccctgaagg gcctcaccac 


gagccggggc 


120 


gaaccggtgc 


aggcggtcta 


cggcttcgcc 


aagagcctcc 


tcaaggccct 


gaaggaggac 


180 


gggtacaagg 


ccgtcttcgt 


ggtctttgac 


gccaaggccc 


cctccttccg 


ccacgaggcc 


240 


tacgaggcct 


acaaggcggg 


gagggccccg 


acccccgagg 


acttcccccg 


gcagctcgcc 


300 


ctcatcaagg 


agctggtgga 


cctcctgggg 


tttacccgcc 


tcgaggtccc 


cggctacgag 


360 


gcggacgacg 


ttctcgccac 


cctggccaag 


aaggcggaaa aggaggggta 


cgaggtgcgc 


420 


atcctcaccg 


ccgaccgcga 


cctctaccaa 


ctcgtctccg 


accgcgtcgc 


cgtcctccac 


480 


cccgagggcc 


acctcatcac 


cccggagtgg 


ctttgggaga 


agtacggcct 


caggccggag 


540 


cagtgggtgg 


acttccgcgc 


cctcgtgggg 


gacccctccg 


acaacctccc 


cggggtcaag 


600 


ggcatcgggg 


agaagaccgc 


cctcaagctc 


ctcaaggagt 


ggggaagcct 


ggaaaacctc 


660 


ctcaagaacc 


tggaccgggt 


aaagccagaa 


aacgtccggg 


agaagatcaa 


ggcccacctg 


720 


gaagacctca 


ggctctcctt 


ggagctctcc 


cgggtgcgca 


ccgacctccc 


cctggaggtg 


780 


gacctcgccc 


aggggcggga 


gcccgaccgg 


gaggggctta 


gggccttcct 


ggagaggctg 


840 


gagttcggca 


gcctcctcca 


cgagttcggc 


ctcctggagg 


cccccgcccc 


cctggaggag 


900 


gccccctggc 


ccccgccgga 


aggggccttc 


gtgggcttcg 


tcctctcccg 


ccccgagccc 


960 


atgtgggcgg 


agcttaaagc 


cctggccgcc 


tgcaggggcg gccgcgtgca 


ccgggcagca 


1020 


gaccccttgg 


cggggctaaa 


ggacctcaag 


gaggtccggg gcctcctcgc 


caaggacctc 


1080 


a h pat - ct~ t~ acr 


CCt CdRddCIcl 

\-r O »w t«. t^i 


aaaactaaac 

^—j w w w w 


ctcgtgcccg gggacgaccc 


catgctcctc 


1140 


gcctacctcc 


tggacccttc 


gaacaccacc 


cccgaggggg 


tggcgcggcg 


ctacgggggg 


1200 


gagtggacgg 


aggacgccgc 


ccaccgggcc 


ctcctctcgg 


agaggctcca 


tcggaacctc 


1260 


cttaagcgcc 


tcgaggggga 


ggagaagctc 


ctttggctct 


accacgaggt 


ggaaaagccc 


1320 


ctctcccggg 


tcctggccca 


catggaggcc 


accggggtac 


ggcgggacgt 


ggcctacctt 


1380 


caggcccttt 


ccctggagct 


tgcggaggag 


atccgccgcc 


tcgaggagga 


ggtcttccgc 


1440 


ttggcgggcc 


accccttcaa 


cctcaactcc 


cgggaccagc 


tggaaagggt 


gctctttgac 


1500 


gagcttaggc 


ttcccgcctt 


gaagaagacg 


aagaagacag gcaagcgctc 


caccagcgcc 


1560 


gcggtgctgg 


aggccctacg 


ggaggcccac 


cccatcgtgg 


agaagatcct 


ccagcaccgg 


1620 
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gagctcacca 


agctcaagaa 


cacctacgtg gaccccctcc 


caagcctcgt 


ccacccgagg 


1680 


acgggccgcc 


tccacacccg 


^— • l. i— qgu \_» ciy 


a. *— ' y y ^* v^ci^hh 


ccacggggag 


gcttagtagc 


1740 


tccgacccca 


acctgcagaa 






tgggccagag 


gatccgccgg 


1800 


gccttcgtgg 


ccgaggcggg 


u ^-y y y ^-y ^-y 


y y y 


actatagcca 


gatagagctc 


1860 


cgcgtcctcg 


cccacctctc 


cggggacgaa 


aacctgatca 


gggtcttcca 


ggaggggaag 


1920 


gacatccaca 


cccagaccgc 


aagctggatg 


ttcggcgtcc 


ccccggaggc 


cgtggacccc 


1980 


ctgatgcgcc 


gggcggccaa 


gacggtgaac 


ttcggcgtcc 


tctacggcat 


gtccgcccat 


2040 


aggctctccc 


aggagcttgc 


catcccctac 


gaggaggcgg 


tggcctttat 


agagcgctac 


2100 


ttccaaagct 


tccccaaggt 


gcgggcctgg atagaaaaga 


ccctggagga 


ggggaggaag 


2160 


cggggctacg 


tggaaaccct 


cttcggaaga aggcgctacg 


tgcccgacct 


caacgcccgg 


2220 


gtgaagagcg 


tcagggaggc 


cgcggagcgc 


atggccttca 


acatgcccgt 


ccagggcacc 


2280 


gccgccgacc 


tcatgaagct 


cgccatggtg 


aagctcttcc 


cccgcctccg ggagatgggg 


2340 


gcccgcatgc 


tcctccaggt 


cgccaacgag 


ctcctcctgg 


aggcccccca 


agcgcgggcc 


2400 


gaggaggtgg 


cggctttggc 


caaggaggcc 


atggagaagg 


cctatcccct 


cgccgtgccc 


2460 


ctggaggtgg 


aggtggggat 


gggggaggac 


tggctttccg 


ccaagggtca 


ccaccaccac 


2520 


caccac 












2526 



<210> 2843 

<211> 842 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 2843 

Met Asn Ser Glu Ala Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val 
15 10 15 



Leu Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe Phe Ala Leu 
20 25 30 



Lys Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly 
35 40 45 



Phe Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Tyr Lys Ala 
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50 



55 



60 



Val Phe Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala 
65 70 75 80 



Tyr Glu Ala Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro 
85 90 95 



Arg Gin Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Phe Thr 
100 105 110 



Arg Leu Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Thr Leu 
115 ~ 120 " ^ 125 



Ala Lys Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala 
130 135 140 



Asp Arg Asp Leu Tyr Gin Leu Val Ser Asp Arg Val Ala Val Leu His 
145 " 150 *" 155 160 



Pro Glu Gly His Leu lie Thr Pro Glu Trp Leu Trp Glu Lys Tyr Gly 
165 170 175 



Leu Arg Pro Glu Gin Trp Val Asp Phe Arg Ala Leu Val Gly Asp Pro 
180 ~ ^ 185 " 190 



Ser Asp Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Leu 
195 200 205 



Lys Leu Leu Lys Glu Trp Gly Ser Leu Glu Asn Leu Leu Lys Asn Leu 
210 ~ ~ 215 220 



Asp Arg Val Lys Pro Glu Asn Val Arg Glu Lys lie Lys Ala His Leu 
225 230 235 240 



Glu Asp Leu Arg Leu Ser Leu Glu Leu Ser Arg Val Arg Thr Asp Leu 
245 250 ~ ~ 255 



Pro Leu Glu Val Asp Leu Ala Gin Gly Arg Glu Pro Asp Arg Glu Gly 
260 265 ~ 270 



Leu Arg Ala Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu 
275 280 * 285 



Phe Gly Leu Leu Glu Ala Pro Ala Pro Leu Glu Glu Ala Pro Trp Pro 
290 295 300 
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Pro Pro Glu Gly Ala Phe Val Gly Phe Val Leu Ser Arg Pro Glu Pro 
305 * 310 315 320 



Met Trp Ala Glu Leu Lys Ala Leu Ala Ala Cys Arg Gly Gly Arg Val 
325 330 335 



His Arg Ala Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val 
340 345 350 



Arg Gly Leu Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly 
355 " 360 365 



Leu Asp Leu Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu 
370 * 375 ' 380 



Asp Pro Ser Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly 
385 390 " 395 400 



Glu Trp Thr Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu 
405 410 415 



His Arg Asn Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp 
420 425 430 



Leu Tyr His Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met 
435 440 445 



Glu Ala Thr Gly Val Arg Arg Asp Val Ala Tyr Leu Gin Ala Leu Ser 
450 * 455 460 



Leu Glu Leu Ala Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg 
465 470 475 480 



Leu Ala Gly His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg 
485 490 495 



Val Leu Phe Asp Glu Leu Arg Leu Pro Ala Leu Lys Lys Thr Lys Lys 
500 " 505 510 



Thr Gly Lys Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu 
515 520 525 



Ala His Pro lie Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys 
530 535 540 



Leu Lys Asn Thr Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg 
545 550 ' 555 560 
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Thr Gly Arg Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly 
565 570 575 



Arg Leu Ser Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr 
580 585 590 



Pro Leu Gly Gin Arg lie Arg Arg Ala Phe Val Ala Glu Ala Gly Trp 
595 600 605 



Ala Leu Val Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala 
610 615 620 



His Leu Ser Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Lys 
625 630 " 635 640 



Asp lie His Thr Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu 
645 650 * 655 



Ala Val Asp Pro Leu Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly 
660 " 665 ' 670 



Val Leu Tyr Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie 
675 680 685 



Pro Tyr Glu Glu Ala Val Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe 
690 695 700 



Pro Lys Val Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Lys 
705 710 ~ 715 ** 720 



Arg Gly Tyr Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp 
725 730 735 



Leu Asn Ala Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala 
740 745 750 



Phe Asn Met Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala 
755 760 * 765 



Met Val Lys Leu Phe Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu 
770 775 780 



Leu Gin Val Ala Asn Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala 
785 790 795 800 



Glu Glu Val Ala Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro 
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805 



810 



815 



Leu Ala Val Pro Leu Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu 
820 825 ~ 830 



Ser Ala Lys Gly His His His His His His 
835 840 



<210> 2844 

<211> 2526 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 2844 



atgaattccg 


aggcgatgct 


tccgctcttt 


gaacccaaag 


gccgggtcct 


cctggtggac 


60 


ggccaccacc 


tggcctaccg 


cacccgcttc 


gccctgaagg 


gcctcaccac 


gagccggggc 


120 


gaaccggtgc 


aggcggtcta 


cggcttcgcc 


aagagcctcc 


tcaaggccct 


gaaggaggac 


180 


gggtacaagg 


ccgtcttcgt 


ggtctttgac 


gccaaggccc 


cctccttccg 


ccacgaggcc 


240 


tacgaggcct 


acaaggcggg 


gagggccccg 


acccccgagg 


acttcccccg 


gcagctcgcc 


300 


ctcatcaagg 


agctggtgga 


cctcctgggg 


tttacccgcc 


tcgaggtccc 


cggctacgag 


360 


gcggacgacg 


ttctcgccac 


cctggccaag 


aaggcggaaa 


aggaggggta 


cgaggtgcgc 


420 


atcctcaccg 


ccgaccgcga 


cctctaccaa 


ctcgtctccg 


accgcgtcgc 


cgtcctccac 


480 


cccgagggcc 


acctcatcac 


cccggagtgg 


ctttgggaga 


agtacggcct 


caggccggag 


540 


cagtgggtgg 


acttccgcgc 


cctcgtgggg 


gacccctccg 


acaacctccc 


cggggtcaag 


600 


ggcatcgggg 


agaagaccgc 


cctcaagctc 


ctcaaggagt 


ggggaagcct 


ggaaaacctc 


660 


ctcaagaacc 


tggaccgggt 


aaagccagaa 


aacgtccggg 


agaagatcaa 


ggcccacctg 


720 


gaagacctca 


ggctctcctt 


ggagctctcc 


cgggtgcgca 


ccgacctccc 


cctggaggtg 


780 


gacctcgccc 


aggggcggga 


gcccgaccgg 


gaggggctta 


gggccttcct 


ggagaggctg 


840 


gagttcggca 


gcctcctcca 


cgagttcggc 


ctcctggagg 


cccccgcccc 


cctggaggag 


900 


gccccctggc 


ccccgccgga 


aggggccttc 


gtgggcttcg 


tcctctcccg 


ccccgagccc 


960 


atgtgggcgg 


agcttaaagc 


cctggccgcc 


tgcaggggcg 


gccgcgtgca 


ccgggcagca 


1020 


gaccccttgg 


cggggctaaa 


ggacctcaag 


gaggtccggg 


gcctcctcgc 


caaggacctc 


1080 
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gccgtcttgg 


cctcgaggga 


gggg cta g ac 


ctcgtgcccg gggacgaccc 


catgctcctc 


1140 


gcctacctcc 


tgggcccctc 


caacaccacc 


c c caaacrcfcra 


t cr cr c cr c cr cr c cr 


ctacgggggg 


1200 


gagtggacgg 


aggacgccgc 


ccaccgggcc 


ctcctctcgg 


agaggctcca 


tcggaacctc 


1260 


cttaagcgcc 


tcgaggggga 


ggagaagctc 


ctttggctct 


accacgaggt 


ggaaaagccc 


1320 


ctctcccggg 


tcctggccca 


catggaggcc 


accggggtac 


ggctggacgt 


ggcctacctt 


1380 


caggcccttt 


ccctggagct 


tgcggaggag 


atccgccgcc 


tcgaggagga 


ggtcttccgc 


1440 


ttggcgggcc 


accccttcaa 


cctcaactcc 


cgggaccagc 


tggaaagggt 


gctctttgac 


1500 


gagcttaggc 


ttcccgcctt 


gaagaagacg 


aagaagacag gcaagcgctc 


caccagcgcc 


1560 


gcggtgctgg 


aggccctacg 


ggaggcccac 




agaagatcct 


ccagcaccgg 


1620 


gagctcacca 


agctcaagaa 


cacctacgtg 


Qaccccctcc 


caagcctcgt 


ccacccgagg 


1680 


acgggccgcc 


tccacacccg 


cttcaaccag 


accrcrccacQa 


ccacggggag 


gcttagtagc 


1740 


tccgacccca 


acctgcagaa 


catccccgtc 


\^ d\_ ■ \^ \_. W l_» 


tgggccagag gatccgccgg 


1800 


gccttcgtgg 


ccgaggcggg 


ttgggcgttg 


y t*yy uyy 


actatagcca 


gatagagctc 


1860 


cgcgtcctcg 


cccacctctc 


cggggacgaa 


aacctgatca 


gggtcttcca 


ggaggggaag 


1920 


gacatccaca 


cccagaccgc 


aagctggatg 


ttcggcgtcc 


ccccggaggc 


cgtggacccc 


1980 


ctgatgcgcc 


gggcggccaa 


gacggtgaac 


ttcggcgtcc 


tctacggcat 


gtccgcccat 


2040 


aggctctccc 


aggagcttgc 


catcccctac 


gaggaggcgg 


tggcctttat 


agagcgctac 


2100 


ttccaaagct 


tccccaaggt 


gcgggcctgg 


atagaaaaga 


ccctggagga ggggaggaag 


2160 


cggggctacg 


tggaaaccct 


cttcggaaga 


aggcgctacg 


tgcccgacct 


caacgcccgg 


2220 


gtgaagagcg 


tcagggaggc 


cgcggagcgc 


atggccttca 


acatgcccgt 


ccagggcacc 


2280 


gccgccgacc 


tcatgaagct 


cgccatggtg 


aagctcttcc 


cccgcctccg 


ggagatgggg 


2340 


gcccgcatgc 


tcctccaggt 


cgccaacgag 


ctcctcctgg 


aggcccccca 


agcgcgggcc 


2400 


gaggaggtgg 


cggctttggc 


caaggaggcc 


atggagaagg 


cctatcccct 


cgccgtgccc 


2460 


ctggaggtgg 


aggtggggat 


gggggaggac 


tggctttccg 


ccaagggtca 


ccaccaccac 


2520 


caccac 












2526 



<210> 2845 

<211> 842 

<212> PRT 

<213> Artificial Sequence 
<220> 
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<223> Synthetic 
<400> 2845 

Met Asn Ser Glu Ala Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val 
15 10 15 



Leu Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Arg Phe Ala Leu 
20 25 30 



Lys Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly 
35 40 45 



Phe Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Tyr Lys Ala 
50 ^ 55 60 



Val Phe Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala 
65 70 75 80 



Tyr Glu Ala Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro 
85 90 95 



Arg Gin Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Phe Thr 
100 105 110 



Arg Leu Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Thr Leu 
115 " ~ 120 ^ 125 



Ala Lys Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala 
130 135 140 



Asp Arg Asp Leu Tyr Gin Leu Val Ser Asp Arg Val Ala Val Leu His 
145 ~ " 150 155 160 



Pro Glu Gly His Leu lie Thr Pro Glu Trp Leu Trp Glu Lys Tyr Gly 
165 170 ~ 175 



Leu Arg Pro Glu Gin Trp Val Asp Phe Arg Ala Leu Val Gly Asp Pro 
180 185 190 



Ser Asp Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Leu 
195 * 200 ' 205 



Lys Leu Leu Lys Glu Trp Gly Ser Leu Glu Asn Leu Leu Lys Asn Leu 
210 215 220 



Asp Arg Val Lys Pro Glu Asn Val Arg Glu Lys lie Lys Ala His Leu 
225 230 235 240 
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Glu Asp Leu Arg Leu Ser Leu Glu Leu Ser Arg Val Arg Thr Asp Leu 
245 250 255 



Pro Leu Glu Val Asp Leu Ala Gin Gly Arg Glu Pro Asp Arg Glu Gly 
260 265 270 



Leu Arg Ala Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu 
275 280 285 



Phe Gly Leu Leu Glu Ala Pro Ala Pro Leu Glu Glu Ala Pro Trp Pro 
290 295 300 



Pro Pro Glu Gly Ala Phe Val Gly Phe Val Leu Ser Arg Pro Glu Pro 
305 310 315 320 



Met Trp Ala Glu Leu Lys Ala Leu Ala Ala Cys Arg Gly Gly Arg Val 
325 330 335 



His Arg Ala Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val 
340 345 350 



Arg Gly Leu Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly 
355 360 365 



Leu Asp Leu Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu 
370 375 380 



Gly Pro Ser Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly 
385 390 395 400 



Glu Trp Thr Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu 
405 410 415 



His Arg Asn Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp 
420 425 430 



Leu Tyr His Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met 
435 440 445 



Glu Ala Thr Gly Val Arg Leu Asp Val Ala Tyr Leu Gin Ala Leu Ser 
450 4 455 460 



Leu Glu Leu Ala Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg 
465 470 475 480 



Leu Ala Gly His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg 



- 2083 - 



485 490 495 



Val Leu Phe Asp Glu Leu Arg Leu Pro Ala Leu Lys Lys Thr Lys Lys 
500 505 510 



Thr Gly Lys Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu 
515 520 525 



Ala His Pro lie Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys 
530 535 540 



Leu Lys Asn Thr Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg 
545 "* 550 555 560 



Thr Gly Arg Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly 
565 570 575 



Arg Leu Ser Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr 
580 585 590 



Pro Leu Gly Gin Arg He Arg Arg Ala Phe Val Ala Glu Ala Gly Trp 
595 600 605 



Ala Leu Val Ala Leu Asp Tyr Ser Gin He Glu Leu Arg Val Leu Ala 
610 615 620 



His Leu Ser Gly Asp Glu Asn Leu He Arg Val Phe Gin Glu Gly Lys 
625 630 635 640 



Asp He His Thr Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu 
645 650 655 



Ala Val Asp Pro Leu Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly 
660 665 ~ 670 



Val Leu Tyr Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala He 
675 ' 680 685 



Pro Tyr Glu Glu Ala Val Ala Phe He Glu Arg Tyr Phe Gin Ser Phe 
690 695 700 



Pro Lys Val Arg Ala Trp He Glu Lys Thr Leu Glu Glu Gly Arg Lys 
705 710 715 720 



Arg Gly Tyr Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp 
725 730 735 
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Leu Asn Ala Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala 
740 745 750 



Phe Asn Met Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala 
755 760 765 

Met Val Lys Leu Phe Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu 
770 775 780 

Leu Gin Val Ala Asn Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala 
785 790 795 800 

Glu Glu Val Ala Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro 
805 810 815 

Leu Ala Val Pro Leu Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu 
820 825 830 

Ser Ala Lys Gly His His His His His His 
835 " 840 

<210> 2846 

<211> 2526 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 2846 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 60 

ggccaccacc tggcctaccg cacccgccac gccctgaagg gcctcaccac gagccggggc 120 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 180 

gggtacaagg ccgtcttcgt ggtctttgac gccaaggccc cctccttccg ccacgaggcc 240 

tacgaggcct acaaggcggg gagggccccg acccccgagg acttcccccg gcagctcgcc 300 

ctcatcaagg agctggtgga cctcctgggg tttacccgcc tcgaggtccc cggctacgag 360 

gcggacgacg ttctcgccac cctggccaag aaggcggaaa aggaggggta cgaggtgcgc 420 

atcctcaccg ccgaccgcga cctctaccaa ctcgtctccg accgcgtcgc cgtcctccac 480 

cccgagggcc acctcatcac cccggagtgg ctttgggaga agtacggcct caggccggag 540 

cagtgggtgg acttccgcgc cctcgtgggg gacccctccg acaacctccc cggggtcaag 600 
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ggcatcgggg 


agaagaccgc 


cctcaagctc 


ctcaaggagt 


ggggaagcct 


ggaaaacctc 


660 


ctcaagaacc 


tggaccgggt 


aaagccagaa 


aacgtccggg 


agaagatcaa 


ggcccacctg 


'I O A 

72 0 


gaagacctca 


ggctctcctt 


ggagctctcc 


cgggtgcgca 


ccgacctccc 


cctggaggtg 


780 


gacctcgccc 


aggggcggga 


gcccgaccgg gaggggctta 


gggccttcct 


ggagaggctg 


O A A 

B4U 


gagttcggca 


gcctcctcca 


cgagttcggc 


ctcctggagg 


cccccgcccc 


cctggaggag 


q a a 

900 


gccccctggc 


ccccgccgga 


aggggccttc 


gtgggcttcg 


tcctctcccg 


ccccgagccc 


q a r\ 

y b u 


atgtgggcgg 


agcttaaagc 


cctggccgcc 


tgcaggggcg 


gccgcgtgca 


ccgggcagca 


"i a n a 
1 U z U 


gaccccttgg 


cggggctaaa 


ggacctcaag gaggtccggg 


gcctcctcgc 


caaggacctc 


T A Q A 


gccgtcttgg 


cctcgaggga 


ggggctagac 


ctcgtgcccg 


gggacgaccc 


catgctcctc 


114 0 


gcctacctcc 


tgggcccctc 


caacaccacc 


cccgaggggg 


tggcgcggcg 


ctacgggggg 


1 O A A 

lzUO 


gagtggacgg 


aggacgccgc 


ccaccgggcc 


ctcctctcgg 


agaggctcca 


tcggaacctc 


1260 


cttaagcgcc 


tcgaggggga 


ggagaagctc 


ctttggctct 


accacgaggt 


ggaaaagccc 


T O O A 

132 0 


ctctcccggg 


tcctggccca 


catggaggcc 


accggggtac 


ggctggacgt 


ggcctacctt 


T ^ O A 

1380 


caggcccttt 


ccctggagct 


tgcggaggag 


atccgccgcc 


tcgaggagga 


ggtcttccgc 


1 A A A 

144U 


ttggcgggcc 


accccttcaa 


cctcaactcc 


cgggaccagc 


tggaaagggt 


gctctttgac 


1500 


gagcttaggc 


ttcccgcctt 


gaagaagacg 


aagaagacag 


gcaagcgctc 


caccagcgcc 


1560 


gcggtgctgg 


aggccctacg 


ggaggcccac 


cccatcgtgg 


agaagatcct 


ccagcaccgg 


1620 


gagctcacca 


agctcaagaa 


cacctacgtg gaccccctcc 


caagcctcgt 


ccacccgagg 


1680 


acgggccgcc 


tccacacccg 


cttcaaccag 


acggccacgg 


ccacggggag 


gcttagtagc 


T 'I A A 

1740 


tccgacccca 


acctgcagaa 


catccccgtc 


cgcaccccct 


tgggccagag 


gatccgccgg 


1 Q A A 

loUU 


gccttcgtgg 


ccgaggcggg 


ttgggcgttg gtggccctgg 


actatagcca 


gatagagctc 


T O C A 

I860 


cgcgtcctcg 


cccacctctc 


cggggacgaa 


aacctgatca 


gggtcttcca 


99 a 9999 aa 9 


*1 A O A 

1920 


gacatccaca 


cccagaccgc 


aagctggatg 


ttcggcgtcc 


ccccggaggc 


cgtggacccc 


1980 


ctgatgcgcc 


gggcggccaa 


gacggtgaac 


ttcggcgtcc 


tctacggcat 


gtccgcccat 


2040 


aggctctccc 


aggagcttgc 


catcccctac 


gaggaggcgg 


tggcctttat 


agagcgctac 


2100 


ttccaaagct 


tccccaaggt 


gcgggcctgg 


atagaaaaga 


ccctggagga 


9999 a 99 aa 9 


2160 


cggggctacg 


tggaaaccct 


cttcggaaga 


aggcgctacg 


tgcccgacct 


caacgcccgg 


2220 


gtgaagagcg 


tcagggaggc 


cgcggagcgc 


atggccttca 


acatgcccgt 


ccagggcacc 


2280 


gccgccgacc 


tcatgaagct 


cgccatggtg 


aagctcttcc 


cccgcctccg 


ggagatgggg 


2340 


gcccgcatgc 


tcctccaggt 


cgccaacgag 


ctcctcctgg 


aggcccccca 


agcgcgggcc 


2400 


gaggaggtgg 


cggctttggc 


caaggaggcc 


atggagaagg 


cctatcccct 


cgccgtgccc 


2460 
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ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggtca ccaccaccac 2520 
caccac 2526 



<210> 2847 

<211> 842 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 2847 

Met Asn Ser Glu Ala Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val 
15 10 15 



Leu Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Arg His Ala Leu 
20 25 30 



Lys Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly 
35 40 45 



Phe Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Tyr Lys Ala 
50 55 60 



Val Phe Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala 
65 70 75 80 



Tyr Glu Ala Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro 
85 90 95 



Arg Gin Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Phe Thr 
100 105 110 



Arg Leu Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Thr Leu 
115 " 120 125 



Ala Lys Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala 
130 135 140 

Asp Arg Asp Leu Tyr Gin Leu Val Ser Asp Arg Val Ala Val Leu His 
145 ~ 150 155 160 

Pro Glu Gly His Leu lie Thr Pro Glu Trp Leu Trp Glu Lys Tyr Gly 
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165 



170 



175 



Leu Arg Pro Glu Gin Trp Val Asp Phe Arg Ala Leu Val Gly Asp Pro 
180 185 190 



Ser Asp Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Leu 
195 200 205 



Lys Leu Leu Lys Glu Trp Gly Ser Leu Glu Asn Leu Leu Lys Asn Leu 
210 215 220 



Asp Arg Val Lys Pro Glu Asn Val Arg Glu Lys lie Lys Ala His Leu 
225 " 230 ~ 235 240 



Glu Asp Leu Arg Leu Ser Leu Glu Leu Ser Arg Val Arg Thr Asp Leu 
245 250 255 



Pro Leu Glu Val Asp Leu Ala Gin Gly Arg Glu Pro Asp Arg Glu Gly 
260 265 270 



Leu Arg Ala Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu 
275 280 285 



Phe Gly Leu Leu Glu Ala Pro Ala Pro Leu Glu Glu Ala Pro Trp Pro 
290 295 300 



Pro Pro Glu Gly Ala Phe Val Gly Phe Val Leu Ser Arg Pro Glu Pro 
305 * 310 315 320 



Met Trp Ala Glu Leu Lys Ala Leu Ala Ala Cys Arg Gly Gly Arg Val 
325 330 335 



His Arg Ala Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val 
340 * 345 350 



Arg Gly Leu Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly 
355 360 365 



Leu Asp Leu Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu 
370 375 380 



Gly Pro Ser Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly 
385 390 395 400 



Glu Trp Thr Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu 
405 410 415 
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His Arg Asn Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp 
420 425 430 



Leu Tyr His Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met 
435 440 445 



Glu Ala Thr Gly Val Arg Leu Asp Val Ala Tyr Leu Gin Ala Leu Ser 
450 ~ ~ 455 460 



Leu Glu Leu Ala Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg 
465 470 475 480 



Leu Ala Gly His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg 
485 490 495 



Val Leu Phe Asp Glu Leu Arg Leu Pro Ala Leu Lys Lys Thr Lys Lys 
500 505 510 



Thr Gly Lys Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu 
515 520 525 



Ala His Pro lie Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys 
530 535 540 



Leu Lys Asn Thr Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg 
545 550 " 555 560 



Thr Gly Arg Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly 
565 ~ 570 575 



Arg Leu Ser Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr 
580 585 590 



Pro Leu Gly Gin Arg lie Arg Arg Ala Phe Val Ala Glu Ala Gly Trp 
595 " 600 605 



Ala Leu Val Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala 
610 615 620 



His Leu Ser Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Lys 
625 630 635 640 



Asp lie His Thr Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu 
645 650 655 



Ala Val Asp Pro Leu Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly 
660 665 670 
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Val Leu Tyr Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie 
675 * 680 685 



Pro Tyr Glu Glu Ala Val Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe 
690 695 700 



Pro Lys Val Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Lys 
705 " 710 715 720 



Arg Gly Tyr Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp 
725 730 735 



Leu Asn Ala Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala 
740 745 750 



Phe Asn Met Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala 
755 760 765 



Met Val Lys Leu Phe Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu 
770 * 775 780 



Leu Gin Val Ala Asn Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala 
785 790 795 800 



Glu Glu Val Ala Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro 
805 810 815 



Leu Ala Val Pro Leu Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu 
820 825 830 



Ser Ala Lys Gly His His His His His His 
835 840 



<210> 2848 

<211> 2526 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2848 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 
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ggccaccacc 


tggcctaccg 


cacccgccgc 


gccctgaagg 


gcctcaccac 


gagccggggc 


120 


gaaccggtgc 


aggcggtcta 


cggcttcgcc 


aagagcctcc 


tcaaggccct 


gaaggaggac 


180 


gggtacaagg 


ccgtcttcgt 


ggtctttgac 


gccaaggccc 


cctccttccg 


ccacgaggcc 


240 


tacgaggcct 


acaaggcggg 


gagggccccg 


acccccgagg 


acttcccccg 


gcagctcgcc 


300 


ctcatcaagg 


agctggtgga 


cctcctgggg 


tttacccgcc 


tcgaggtccc 


cggctacgag 


360 


gcggacgacg 


ttctcgccac 


cctggccaag 


aaggcggaaa 


aggaggggta 


cgaggtgcgc 


420 


atcctcaccg 


ccgaccgcga 


cctctaccaa 


ctcgtctccg 


accgcgtcgc 


cgtcctccac 


480 


cccgagggcc 


acctcatcac 


cccggagtgg 


ctttgggaga 


agtacggcct 


caggccggag 


540 


cagtgggtgg 


acttccgcgc 


cctcgtgggg gacccctccg 


acaacctccc 


cggggtcaag 


600 


ggcatcgggg 


agaagaccgc 


cctcaagctc 


ctcaaggagt 


ggggaagcct 


ggaaaacctc 


s~ /~ r\ 

660 


ctcaagaacc 


tggaccgggt 


aaagccagaa 


aacgtccggg 


agaagatcaa 


ggcccacctg 


720 


gaagacctca 


ggctctcctt 


ggagctctcc 


cgggtgcgca 


ccgacctccc 


cctggaggtg 


780 


gacctcgccc 


aggggcggga 


gcccgaccgg 


gaggggctta 


gggccttcct 


ggagaggctg 


840 


gagttcggca 


gcctcctcca 


cgagttcggc 


ctcctggagg 


cccccgcccc 


cctggaggag 


900 


gccccctggc 


ccccgccgga 


aggggccttc 


gtgggcttcg 


tcctctcccg 


ccccgagccc 


960 


atgtgggcgg 


agcttaaagc 


cctggccgcc 


tgcaggggcg 


gccgcgtgca 


ccgggcagca 


1020 


gaccccttgg 


cggggctaaa 


ggacctcaag gaggtccggg 


gcctcctcgc 


caaggacctc 


i ADA 

1080 


gccgtcttgg 


cctcgaggga 


ggggctagac 


ctcgtgcccg 


gggacgaccc 


catgctcctc 


1140 


gcctacctcc 


tgggcccctc 


caacaccacc 


cccgaggggg 


tggcgcggcg 


ctacgggggg 


1200 


gagtggacgg 


aggacgccgc 


ccaccgggcc 


ctcctctcgg 


agaggctcca 


tcggaacctc 


1260 


cttaagcgcc 


tcgaggggga 


ggagaagctc 


ctttggctct 


accacgaggt 


ggaaaagccc 


1320 


ctctcccggg 


tcctggccca 


catggaggcc 


accggggtac 


ggctggacgt 


ggcctacctt 


1380 


caggcccttt 


ccctggagct 


tgcggaggag 


atccgccgcc 


tcgaggagga 


ggtcttccgc 


1440 


ttggcgggcc 


accccttcaa 


cctcaactcc 


cgggaccagc 


tggaaagggt 


gctctttgac 


1500 


gagcttaggc 


ttcccgcctt 


gaagaagacg 


aagaagacag 


gcaagcgctc 


caccagcgcc 


1560 


gcggtgctgg 


aggccctacg 


ggaggcccac 


cccatcgtgg 


agaagatcct 


ccagcaccgg 


1620 


gagctcacca 


agctcaagaa 


cacctacgtg 


gaccccctcc 


caagcctcgt 


ccacccgagg 


16.80 


acgggccgcc 


tccacacccg 


cttcaaccag 


acggccacgg 


ccacggggag 


gcttagtagc 


1740 


tccgacccca 


acctgcagaa 


catccccgtc 


cgcaccccct 


tgggccagag 


gatccgccgg 


1800 


gccttcgtgg 


ccgaggcggg 


ttgggcgttg 


gtggccctgg 


actatagcca 


gatagagctc 


1860 


cgcgtcctcg 


cccacctctc 


cggggacgaa 


aacctgatca 


gggtcttcca 


ggaggggaag 


1920 
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gacatccaca cccagaccgc aagctggatg ttcggcgtcc ccccggaggc cgtggacccc 1980 

ctgatgcgcc gggcggccaa gacggtgaac ttcggcgtcc tctacggcat gtccgcccat 204 0 

aggctctccc aggagcttgc catcccctac gaggaggcgg tggcctttat agagcgctac 2100 

ttccaaagct tccccaaggt gcgggcctgg atagaaaaga ccctggagga ggggaggaag 2160 

cggggctacg tggaaaccct cttcggaaga aggcgctacg tgcccgacct caacgcccgg 2220 

gtgaagagcg tcagggaggc cgcggagcgc atggccttca acatgcccgt ccagggcacc 2280 

gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 2340 

gcccgcatgc tcctccaggt cgccaacgag ctcctcctgg aggcccccca agcgcgggcc 2400 

gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 24 60 

ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggtca ccaccaccac 252 0 

caccac 2526 

<210> 2849 
<211> 842 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 2849 

Met Asn Ser Glu Ala Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val 
15 10 15 



Leu Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Arg Arg Ala Leu 
20 25 30 



Lys Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly 
35 40 45 



Phe Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Tyr Lys Ala 
50 55 60 



Val Phe Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala 
65 70 75 80 



Tyr Glu Ala Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro 
85 90 95 
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Arg Gin Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Phe Thr 
100 105 110 



Arg Leu Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Thr Leu 
115 120 125 



Ala Lys Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala 
130 135 140 



Asp Arg Asp Leu Tyr Gin Leu Val Ser Asp Arg Val Ala Val Leu His 
145 150 155 160 



Pro Glu Gly His Leu lie Thr Pro Glu Trp Leu Trp Glu Lys Tyr Gly 
165 170 175 



Leu Arg Pro Glu Gin Trp Val Asp Phe Arg Ala Leu Val Gly Asp Pro 
180 " 185 190 



Ser Asp Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Leu 
195 200 205 



Lys Leu Leu Lys Glu Trp Gly Ser Leu Glu Asn Leu Leu Lys Asn Leu 
210 ~ 215 220 



Asp Arg Val Lys Pro Glu Asn Val Arg Glu Lys lie Lys Ala His Leu 
225 " 230 235 240 



Glu Asp Leu Arg Leu Ser Leu Glu Leu Ser Arg Val Arg Thr Asp Leu 
245 250 255 



Pro Leu Glu Val Asp Leu Ala Gin Gly Arg Glu Pro Asp Arg Glu Gly 
260 265 270 



Leu Arg Ala Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu 
275 280 285 



Phe Gly Leu Leu Glu Ala Pro Ala Pro Leu Glu Glu Ala Pro Trp Pro 
290 295 300 



Pro Pro Glu Gly Ala Phe Val Gly Phe Val Leu Ser Arg Pro Glu Pro 
305 ~ 310 * 315 ~ 320 



Met Trp Ala Glu Leu Lys Ala Leu Ala Ala Cys Arg Gly Gly Arg Val 
325 330 335 



His Arg Ala Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val 
340 * 345 350 
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Arg Gly Leu Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly 
355 ~ 360 365 



Leu Asp Leu Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu 
370 375 380 



Gly Pro Ser Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly 
385 390 395 400 



Glu Trp Thr Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu 
405 410 415 



His Arg Asn Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp 
420 425 430 



Leu Tyr His Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met 
435 440 445 



Glu Ala Thr Gly Val Arg Leu Asp Val Ala Tyr Leu Gin Ala Leu Ser 
450 455 460 



Leu Glu Leu Ala Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg 
465 470 " 475 480 



Leu Ala Gly His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg 
485 490 495 



Val Leu Phe Asp Glu Leu Arg Leu Pro Ala Leu Lys Lys Thr Lys Lys 
500 505 510 



Thr Gly Lys Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu 
515 520 525 



Ala His Pro lie Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys 
530 535 540 



Leu Lys Asn Thr Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg 
545 550 555 560 



Thr Gly Arg Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly 
565 570 575 



Arg Leu Ser Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr 
580 585 590 



Pro Leu Gly Gin Arg lie Arg Arg Ala Phe Val Ala Glu Ala Gly Trp 
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595 



600 



605 



Ala Leu Val Ala Leu Asp Tyr Ser Gin He Glu Leu Arg Val Leu Ala 
610 615 620 



His Leu Ser Gly Asp Glu Asn Leu He Arg Val Phe Gin Glu Gly Lys 
625 630 635 640 



Asp He His Thr Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu 
645 650 655 



Ala Val Asp Pro Leu Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly 
660 665 670 



Val Leu Tyr Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala He 
675 ~ 680 685 



Pro Tyr Glu Glu Ala Val Ala Phe He Glu Arg Tyr Phe Gin Ser Phe 
690 695 700 



Pro Lys Val Arg Ala Trp He Glu Lys Thr Leu Glu Glu Gly Arg Lys 
705 " 710 715 720 



Arg Gly Tyr Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp 
725 730 735 



Leu Asn Ala Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala 
740 745 750 



Phe Asn Met Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala 
755 760 765 



Met Val Lys Leu Phe Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu 
770 775 780 



Leu Gin Val Ala Asn Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala 
785 790 795 800 



Glu Glu Val Ala Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro 
805 810 815 



Leu Ala Val Pro Leu Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu 
820 825 830 



Ser Ala Lys Gly His His His His His His 
835 840 
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<210> 2850 

<211> 2514 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 2850 



atgaattccc 


tgcccctctt 


tgagcccaag 


ggccgggtgc 


ttctggtgga 


cggccaccac 


60 


ctggcctacc 


gcacccgctt 


cgccctgaag 


ggcctcacca 


ccagccgcgg 


ggagccggtc 


120 


caggcggtgt 


acgggtttgc 


caagagcctt 


ttgaaggcgc 


taagggaaga 


cggggatgtg 


180 


gtgatcgtgg 


tgtttgacgc 


caaggccccc 


tccttccgcc 


accagaccta 


cgaggcctac 


240 


aaggcggggc 


gggctcccac 


ccccgaggac 


tttccccggc 


agcttgccct 


tatcaaggag 


300 


atggtggacc 


ttttgggcct 


ggagcgcctc 


gaggtgccgg 


gctttgaagc 


ggatgacgtc 


360 


ctggctaccc 


tggccaagaa 


ggcggaaaag gaaggctacg 


aagtgcgcat 


cctcaccgcg 


420 


gaccgggacc 


tttaccagct 


tctttcggag 


cgaatctcca 


tccttcaccc 


ggagggttac 


480 


ctgatcaccc 


cggagtggct 


ttgggagaag 


tatgggctta 


agccttccca 


gtgggtggac 


540 


taccgggcct 


tggccgggga 


cccttccgac 


aacatccccg 


gcgtgaaggg 


catcggggag 


600 


aagacggcgg 


ccaagctgat 


ccgggagtgg 


ggaagcctgg 


aaaaccttct 


taagcacctg 


660 


gaacaggtga 


aacctgcctc 


cgtgcgggag 


aagatcctta 


gccacatgga 


ggacctcaag 


720 


ctatccctgg 


agctatcccg 


ggtgcacacg gacttgctcc 


ttcaggtgqa 


cttcgcccgg 


780 


cgccgggagc 


cggaccggga 


ggggcttaag gcctttttgg 


agaggctgga 


gttcggaagc 


840 


ctcctccacg 


agttcggcct 


gttggaaagc 


ccggtggcgg 


cggaggaagc 


tccctggccg 


900 


ccccccgagg 


gagccttcgt 


ggggtacgtt 


ctttcccgcc 


ccgagcccat 


gtgggcggag 


960 


cttaacgcct 


tggccgccgc 


ctggggcggc 


cgcgtgcacc 


gggcagcaga 


ccccttggcg 


1020 


gggctaaagg 


acctcaagga 


ggtccggggc 


ctcctcgcca 


aggacctcgc 


cgtcttggcc 


1080 


tcgagggagg 


ggctagacct 


cgtgcccggg 


gacgacccca 


tgctcctcgc 


ctacctcctg 


1140 


ggcccctcca 


acaccacccc 


cgagggggtg 


gcgcggcgct 


acggggggga 


gtggacggag 


1200 


gacgccgccc 


accgggccct 


cctctcggag 


aggctccatc 


ggaacctcct 


taagcgcctc 


1260 


gagggggagg 


agaagctcct 


ttggctctac 


cacgaggtgg 


aaaagcccct 


ctcccgggtc 


1320 


ctggcccaca 


tggaggccac 


cggggtacgg 


ctggacgtgg 


cctaccttca 


ggccctttcc 


1380 


ctggagcttg 


cggaggagat 


ccgccgcctc 


gaggaggagg 


tcttccgctt 


ggcgggccac 


1440 
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cccttcaacc 


tcaactcccg 


ggaccagctg gaaagggtgc 


tctttgacga 


gcttaggctt 


i it r\ r\ 
1500 


cccgccttga 


agaagacgaa 


craaaacacrcrc 


aagcgctcca 


ccagcgccgc 


ggtgctggag 


i c c r\ 

1560 


gccctacggg 


aggcccaccc 


catcataaaa 


aaaatcctcc 


agcaccggga 


gctcaccaag 


1620 


ctcaagaaca 


cctacgtgga 


ccccctccca 


agcctcgtcc 


acccgaggac 


gggccgcctc 


1680 


cacacccgct 


tcaaccagac 


ggccacggcc 


acggggaggc 


ttagtagctc 


cgaccccaac 


1740 


ctgcagaaca 


tccccgtccg 


cacccccttg 


ggccagagga 


tccgccgggc 


cttcgtggcc 


1800 


gaggcgggtt 


gggcgttggt 


ggccctggac 


tatagccaga 


tagagctccg 


cgtcctcgcc 


1860 


cacctctccg 


gggacgaaaa 


cctgatcagg gtcttccagg 


aggggaagga 


catccacacc 


1920 


cagaccgcaa 


gctggatgtt 


cggcgtcccc 


ccggaggccg 


tggaccccct 


gatgcgccgg 


1980 


gcggccaaga 


cggtgaactt 


cggcgtcctc 


tacggcatgt 


ccgcccatag 


gctctcccag 


2040 


gagcttgcca 


tcccctacga 


99 a 99 c 99t9 gcctttatag 


agcgctactt 


ccaaagcttc 


2100 


cccaaggtgc 


gggcctggat 


agaaaagacc 


ctggaggagg 


99 a 99 aa 9 c 9 


gggctacgtg 


2160 


gaaaccctct 


tcggaagaag 


gcgctacgtg 


cccgacctca 


acgcccgggt 


gaagagcgtc 


2220 


agggaggccg 


cggagcgcat 


ggccttcaac 


atgcccgtcc 


agggcaccgc 


cgccgacctc 


2280 


atgaagctcg 


ccatggtgaa 


gctcttcccc 


cgcctccggg 


agatgggggc 


ccgcatgctc 


2340 


ctccaggtcg 


ccaacgagct 


cctcctggag gccccccaag 


cgcgggccga 


ggaggtggcg 


2400 


gctttggcca 


aggaggccat 


ggagaaggcc 


tatcccctcg 


ccgtgcccct 


ggaggtggag 


2460 


gtggggatgg 


gggaggactg 


gctttccgcc 


aagggtcacc 


accaccacca 


ccac 


2514 



<210> 2851 
<211> 838 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 2851 

Met Asn Ser Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu Leu Val 
15 10 15 

Asp Gly His His Leu Ala Tyr Arg Thr Arg Phe Ala Leu Lys Gly Leu 
20 25 30 

Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe Ala Lys 
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35 



40 



45 



Ser Leu Leu Lys Ala Leu Arg Glu Asp Gly Asp Val Val lie Val Val 
50 J 55 60 



Phe Asp Ala Lys Ala Pro Ser Phe Arg His Gin Thr Tyr Glu Ala Tyr 
65 70 75 80 



Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin Leu Ala 
85 90 95 



Leu lie Lys Glu Met Val Asp Leu Leu Gly Leu Glu Arg Leu Glu Val 
100 105 110 



Pro Gly Phe Glu Ala Asp Asp Val Leu Ala Thr Leu Ala Lys Lys Ala 
115 120 125 



Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Arg Asp Leu 
130 * ~ 135 140 



Tyr Gin Leu Leu Ser Glu Arg lie Ser lie Leu His Pro Glu Gly Tyr 
145 150 155 160 



Leu lie Thr Pro Glu Trp Leu Trp Glu Lys Tyr Gly Leu Lys Pro Ser 
165 170 175 



Gin Trp Val Asp Tyr Arg Ala Leu Ala Gly Asp Pro Ser Asp Asn lie 
180 185 190 



Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Ala Lys Leu lie Arg 
195 ' 200 ' 205 



Glu Trp Gly Ser Leu Glu Asn Leu Leu Lys His Leu Glu Gin Val Lys 
210 215 220 



Pro Ala Ser Val Arg Glu Lys lie Leu Ser His Met Glu Asp Leu Lys 
225 230 235 240 



Leu Ser Leu Glu Leu Ser Arg Val His Thr Asp Leu Leu Leu Gin Val 
245 250 255 



Asp Phe Ala Arg Arg Arg Glu Pro Asp Arg Glu Gly Leu Lys Ala Phe 
260 " ~ 265 270 



Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu Leu 
275 280 285 
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Glu Ser Pro Val Ala Ala Glu Glu Ala Pro Trp Pro Pro Pro Glu Gly 
290 295 300 



Ala Phe Val Gly Tyr Val Leu Ser Arg Pro Glu Pro Met Trp Ala Glu 
305 310 315 320 



Leu Asn Ala Leu Ala Ala Ala Trp Gly Gly Arg Val His Arg Ala Ala 
325 330 335 



Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val Arg Gly Leu Leu 
340 345 350 



Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly Leu Asp Leu Val 
355 360 365 



Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Gly Pro Ser Asn 
370 " 375 380 



Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr Glu 
385 390 395 400 



Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu His Arg Asn Leu 
405 410 415 



Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp Leu Tyr His Glu 
420 * 425 430 



Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala Thr Gly 
435 440 445 



Val Arg Leu Asp Val Ala Tyr Leu Gin Ala Leu Ser Leu Glu Leu Ala 
450 455 460 



Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg Leu Ala Gly His 
465 470 475 480 



Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe Asp 
485 490 495 



Glu Leu Arg Leu Pro Ala Leu Lys Lys Thr Lys Lys Thr Gly Lys Arg 
500 505 510 



Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro lie 
515 520 525 



Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys Leu Lys Asn Thr 
530 535 540 
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Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg Thr Gly Arg Leu 
545 550 555 560 



His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser Ser 
565 570 575 



Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly Gin 
580 585 590 



Arg He Arg Arg Ala Phe Val Ala Glu Ala Gly Trp Ala Leu Val Ala 
595 600 605 



Leu Asp Tyr Ser Gin He Glu Leu Arg Val Leu Ala His Leu Ser Gly 
610 4 615 620 



Asp Glu Asn Leu He Arg Val Phe Gin Glu Gly Lys Asp He His Thr 
625 630 635 640 



Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu Ala Val Asp Pro 
645 ' 650 655 



Leu Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly Val Leu Tyr Gly 
660 665 670 



Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala He Pro Tyr Glu Glu 
675 680 685 



Ala Val Ala Phe He Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val Arg 
690 695 700 



Ala Trp He Glu Lys Thr Leu Glu Glu Gly Arg Lys Arg Gly Tyr Val 
705 ~ 710 715 720 



Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Asn Ala Arg 
725 730 735 



Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met Pro 
740 ~ 745 750 



Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys Leu 
755 760 765 



Phe Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu Leu Gin Val Ala 
770 775 780 



Asn Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala Glu Glu Val Ala 



- 2100 - 



785 



790 



795 



800 



Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro Leu Ala Val Pro 
805 810 815 

Leu Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu Ser Ala Lys Gly 
820 825 830 

His His His His His His 
835 

<210> 2852 
<211> 2514 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 2852 



atgaattccc 


tgcccctctt 


tgagcccaag 


ggccgggtgc 


ttctggtgga 


cggccaccac 


60 


ctggcctacc 


gcacccgcca 


cgccctgaag 


ggcctcacca 


ccagccgcgg 


ggagccggtc 


120 


caggcggtgt 


acgggtttgc 


caagagcctt 


ttgaaggcgc 


taagggaaga 


cggggatgtg 


180 


gtgatcgtgg 


tgtttgacgc 


caaggccccc 


tccttccgcc 


accagaccta 


cgaggcctac 


240 


aaggcggggc 


gggctcccac 


ccccgaggac 


tttccccggc 


agcttgccct 


tatcaaggag 


300 


atggtggacc 


ttttgggcct 


ggagcgcctc 


gaggtgccgg 


gctttgaagc 


ggatgacgtc 


360 


ctggctaccc 


tggccaagaa 


ggcggaaaag 


gaaggctacg 


aagtgcgcat 


cctcaccgcg 


420 


gaccgggacc 


tttaccagct 


tctttcggag 


cgaatctcca 


tccttcaccc 


ggagggttac 


480 


ctgatcaccc 


cggagtggct 


ttgggagaag 


tatgggctta 


agccttccca 


gtgggtggac 


540 


taccgggcct 


tggccgggga 


cccttccgac 


aacatccccg 


gcgtgaaggg 


catcggggag 


600 


aagacggcgg 


ccaagctgat 


ccgggagtgg 


ggaagcctgg 


aaaaccttct 


taagcacctg 


660 


gaacaggtga 


aacctgcctc 


cgtgcgggag 


aagatcctta 


gccacatgga 


ggacctcaag 


720 


ctatccctgg 


agctatcccg 


ggtgcacacg 


gacttgctcc 


ttcaggtgga 


cttcgcccgg 


780 


cgccgggagc 


cggaccggga 


ggggcttaag 


gcctttttgg 


agaggctgga 


gttcggaagc 


840 


ctcctccacg 


agttcggcct 


gttggaaagc 


ccggtggcgg 


cggaggaagc 


tccctggccg 


900 


ccccccgagg 


gagccttcgt 


ggggtacgtt 


ctttcccgcc 


ccgagcccat 


gtgggcggag 


960 
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cttaacgcct 


tggccgccgc 


ctggggcggc 


cgcgcgcacc 


gggcagcaga 


f* f* f f* t" +~ ftfifft 
ccccLtyyty 


X U Z VJ 


gggctaaagg 


acctcaagga 


ggtccggggc 


ccccucgcca 


fa t~tft fa /** /■< +" ftftf* 

aggacctcgc 


/-> /— r ft 4- f- ft ft ft ft 

cyLCttyyot 


1 0R0 


tcgagggagg 


ggctagacct 


cgtgcccggg 


gacgacccca 


4- ft ft 4~ /"« /"« t" ft ft ft 

ugcucc ucgc 


/-l f- a /— i/~t /~« I - 

CLdCCcCOLy 


1 1 4 0 

_L J. *± U 


ggcccctcca 


acaccacccc 


cgagggggcg 


ft ft ft ft ft ft f*ft ft 4~ 

gcgcggcgcu 


ac ggggggg a 


y tyydLyydy 


12 00 


gacgccgccc 


accgggccct 


cctctcggag 


/T /~T /~1 4- /~1 /~1 4— /—I 

dygCtCCaLC 


ft ft fa ^ f ft t~ ft f¥~ 


LddyLyLL 


1 9 fiO 


gagggggagg 


agaagctcct 


uuggc uc uac 


Cacy agy ugg 


2 2 "i 3 ft ft f ft ft 4~ 
clcia.ciy LULL L. 


p t" prr 1 ffftfi t~ 


1 J <1 V 


ctggcccaca 


tggaggccac 


cggggtacgg 


cuggacgugg 


/"I 4— -1 +- /I -\ 

CCtaCCULCa 


ft ft f*ftft$~\~\~ftft 
yycccttccc 


1 ft 0 


ctggagcttg 


cggaggagat 


ccgccgcctc 


gaggaggagg 


/"i 4— 4" /«i /**<r 4* 4* 

tcctccgccc 


ft fr ft ft ft ft ft f* fa ft 

ggcgggccac 


1 A A 0 


cccttcaacc 


tcaactcccg 


ggaccagctg 


gaaagggtgc 


ecu t cgacga 


gcucaggcu u 


1DUU 


cccgccttga 


agaagacgaa 


gaagacaggc 


aagcgc ucca 


/■"i /"i fa ft ft ft ft ft ft ft 

ccagcgccgc 


(~rft 'f - /*T/~i+ _ ft ft ft 


1 RfiO 
IjOU 


gccctacggg 


aggcccaccc 


catcgtggag 


aagatcctcc 


ageaceggga 


ft fi t~ ft ^ fi ft ^ ?a /*>r 

yCLCaCCddy 


1 £90 


ctcaagaaca 


cctacgtgga 


ccccctccca 


agccccgucc 


acccgaggac 


ft ft ft ft ft ft ft f*t~ ft 

gggccgcc cc 


1 £R0 
1DOU 


cacacccgct 


tcaaccagac 


ggccacggcc 


acggggaggc 


LtayCdyCUC 


CydCCCLddC 


1 74. 0 


c tgcagaaca 


tccccgt ccg 


cacccccccg 


z~r r~r ft -a /r a ft ft ?a 

ggccagay y a 


4~ r"« ffif ffififtf* 

tccyccygyc 


ft f- /-i/~f +~ rt ft f f 
LLLL.y L.yy(-L 


1 R00 


gaggcgggtt 


gggcgttggt 


ggccctggac 


tatagccaga 


t agagct ccg 


/—t /-^ 4— ^ /—i 4— fts*tft r% 

cytcctcycc 


1 Q^O 


cacctctccg 


gggacgaaaa 


cctgatcagg 


gucuuccagg 


aggggaagga 




1 Q9 0 
± y u 


cagaccgcaa 


gctggatgtt 


cggcgtcccc 


ccggaggccg 


tggaccccct 


gaugegcegg 


j. y o u 


gcggccaaga 


cggtgaactt 


cggcgtcctc 


t acggcaugu 


ccgcccauag 


ft ft ^ f*^~ f* ft ft ^ ft 
yCLCtccudy 


9 04 0 


gagcttgcca 


tcccctacga 


ggaggcggtg 


gcctttatag 


agegcuacut 


ccaaagcu cc 


9 1 O O 


cccaaggtgc 


gggcctggat 


agaaaagacc 


c t ggaggagg 


ggaggaagcg 


/><• z^f /■« 4"" /™r ^ 

999 ct:ac g c g 


9 *l £ 0 


gaaaccctct 


tcggaagaag 


gcgctacgtg 


cccgacctca 


acgcccgggt 


gaagagcgtc 


o o *5 n 


a 99g a ggccg 


cggagcgcat 


ggccttcaac 


atgcccgtcc 


agggcaccgc 


cgccgacctc 


*5 o q r\ 


atgaagctcg 


ccatggtgaa 


gctcttcccc 


cgcctccggg 


agatgggggc 


ccgcatgctc 


2340 


ctccaggtcg 


ccaacgagct 


cctcctggag 


gccccccaag 


cgcgggccga 


ggaggtggcg 


2400 


gctttggcca 


aggaggccat 


ggagaaggcc 


tatcccctcg 


ccgtgcccct 


ggaggtggag 


2460 


gtggggatgg 


gggaggactg 


gctttccgcc 


aagggtcacc 


accaccacca 


ccac 


2514 



<210> 2853 

<211> 838 

<212> PRT 

<213> Artificial Sequence 
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<220> 

<223> Synthetic 
<400> 2853 

Met Asn Ser Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu Leu Val 
15 10 15 



Asp Gly His His Leu Ala Tyr Arg Thr Arg His Ala Leu Lys Gly Leu 
20 25 30 



Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe Ala Lys 
35 40 45 



Ser Leu Leu Lys Ala Leu Arg Glu Asp Gly Asp Val Val He Val Val 
50 55 60 



Phe Asp Ala Lys Ala Pro Ser Phe Arg His Gin Thr Tyr Glu Ala Tyr 
65 70 75 80 



Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin Leu Ala 
85 90 95 



Leu He Lys Glu Met Val Asp Leu Leu Gly Leu Glu Arg Leu Glu Val 
100 105 110 



Pro Gly Phe Glu Ala Asp Asp Val Leu Ala Thr Leu Ala Lys Lys Ala 
115 120 125 



Glu Lys Glu Gly Tyr Glu Val Arg He Leu Thr Ala Asp Arg Asp Leu 
130 ' 135 ~ 140 



Tyr Gin Leu Leu Ser Glu Arg He Ser He Leu His Pro Glu Gly Tyr 
145 150 155 160 



Leu He Thr Pro Glu Trp Leu Trp Glu Lys Tyr Gly Leu Lys Pro Ser 
165 170 175 



Gin Trp Val Asp Tyr Arg Ala Leu Ala Gly Asp Pro Ser Asp Asn He 
180 185 190 



Pro Gly Val Lys Gly He Gly Glu Lys Thr Ala Ala Lys Leu He Arg 
195 " 200 205 



Glu Trp Gly Ser Leu Glu Asn Leu Leu Lys His Leu Glu Gin Val Lys 
210 ~ 215 220 
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Pro Ala Ser Val Arg Glu Lys lie Leu Ser His Met Glu Asp Leu Lys 
225 230 235 240 



Leu Ser Leu Glu Leu Ser Arg Val His Thr Asp Leu Leu Leu Gin Val 
245 250 255 



Asp Phe Ala Arg Arg Arg Glu Pro Asp Arg Glu Gly Leu Lys Ala Phe 
260 265 270 



Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu Leu 
275 280 285 



Glu Ser Pro Val Ala Ala Glu Glu Ala Pro Trp Pro Pro Pro Glu Gly 
290 295 300 



Ala Phe Val Gly Tyr Val Leu Ser Arg Pro Glu Pro Met Trp Ala Glu 
305 310 315 320 



Leu Asn Ala Leu Ala Ala Ala Trp Gly Gly Arg Val His Arg Ala Ala 
325 330 335 



Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val Arg Gly Leu Leu 
340 345 350 



Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly Leu Asp Leu Val 
355 360 365 



Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Gly Pro Ser Asn 
370 ~ 375 380 



Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr Glu 
385 ~ 390 395 400 



Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu His Arg Asn Leu 
405 410 415 



Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp Leu Tyr His Glu 
420 " 425 430 



Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala Thr Gly 
435 440 445 



Val Arg Leu Asp Val Ala Tyr Leu Gin Ala Leu Ser Leu Glu Leu Ala 
450 455 460 



Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg Leu Ala Gly His 
465 ~ 470 475 480 
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Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe Asp 
485 490 495 



Glu Leu Arg Leu Pro Ala Leu Lys Lys Thr Lys Lys Thr Gly Lys Arg 
500 505 510 



Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro lie 
515 520 525 



Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys Leu Lys Asn Thr 
530 " 535 540 



Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg Thr Gly Arg Leu 
545 * 550 555 560 



His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser Ser 
565 570 575 



Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly Gin 
580 585 590 



Arg lie Arg Arg Ala Phe Val Ala Glu Ala Gly Trp Ala Leu Val Ala 
595 600 605 



Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser Gly 
610 615 " 620 



Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Lys Asp lie His Thr 
625 630 635 640 



Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu Ala Val Asp Pro 
645 650 655 



Leu Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly Val Leu Tyr Gly 
660 665 670 



Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala He Pro Tyr Glu Glu 
675 680 685 



Ala Val Ala Phe He Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val Arg 
690 695 700 



Ala Trp He Glu Lys Thr Leu Glu Glu Gly Arg Lys Arg Gly Tyr Val 
705 710 715 720 



Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Asn Ala Arg 
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725 



730 



735 



Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met Pro 
740 745 750 

Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys Leu 
755 760 765 

Phe Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu Leu Gin Val Ala 
770 ^ "* 775 780 

Asn Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala Glu Glu Val Ala 
785 790 795 800 

Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro Leu Ala Val Pro 
805 810 815 

Leu Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu Ser Ala Lys Gly 
820 825 830 

His His His His His His 
835 

<210> 2854 
<211> 2514 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 2854 

atgaattccc tgcccctctt tgagcccaag ggccgggtgc ttctggtgga cggccaccac 60 

ctggcctacc gcacccgccg cgccctgaag ggcctcacca ccagccgcgg ggagccggtc 120 

caggcggtgt acgggtttgc caagagcctt ttgaaggcgc taagggaaga cggggatgtg 180 

gtgatcgtgg tgtttgacgc caaggccccc tccttccgcc accagaccta cgaggcctac 240 

aaggcggggc gggctcccac ccccgaggac tttccccggc agcttgccct tatcaaggag 300 

atggtggacc ttttgggcct ggagcgcctc gaggtgccgg gctttgaagc ggatgacgtc 360 

ctggctaccc tggccaagaa ggcggaaaag gaaggctacg aagtgcgcat cctcaccgcg 420 

gaccgggacc tttaccagct tctttcggag cgaatctcca tccttcaccc ggagggttac 480 
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ctgatcaccc 


cggagtggct 


ttgggagaag 


tatgggctta 


agccttccca 


gtgggtggac 


540 


taccgggcct 


tggccgggga 


cccttccgac 


aacatccccg 


gcgtgaaggg 


catcggggag 


600 


aagacggcgg 


ccaagctgat 


ccgggagtgg 


ggaagcctgg 


aaaaccttct 


taagcacctg 


s~ s~ r\ 

660 


gaacaggtga 


aacctgcctc 


cgtgcgggag 


aagatcctta 


gccacatgga 


ggacctcaag 


72 0 


ctatccctgg 


agctatcccg 


ggtgcacacg 


gacttgctcc 


ttcaggtgga 


cttcgcccgg 


780 


cgccgggagc 


cggaccggga 


ggggcttaag 


gcctttttgg 


agaggctgga 


gttcggaagc 


840 


ctcctccacg 


agttcggcct 


gttggaaagc 


ccggtggcgg 


cggaggaagc 


tccctggccg 


900 


ccccccgagg 


gagccttcgt 


ggggtacgtt 


ctttcccgcc 


ccgagcccat 


gtgggcggag 


960 


cttaacgcct 


tggccgccgc 


ctggggcggc 


cgcgtgcacc 


gggcagcaga 


ccccttggcg 


1020 


gggctaaagg 


acctcaagga 


ggtccggggc 


ctcctcgcca 


aggacctcgc 


cgtcttggcc 


1080 


tcgagggagg 


ggctagacct 


cgtgcccggg 


gacgacccca 


tgctcctcgc 


ctacctcctg 


1140 


ggcccctcca 


acaccacccc 


cgagggggtg 


gcgcggcgct 


acggggggga 


gtggacggag 


1200 


gacgccgccc 


accgggccct 


cctctcggag 


aggctccatc 


ggaacctcct 


taagcgcctc 


1260 


gagggggagg 


agaagctcct 


ttggctctac 


cacgaggtgg 


aaaagcccct 


ctcccgggtc 


132 0 


ctggcccaca 


tggaggccac 


cggggtacgg 


ctggacgtgg 


cctaccttca 


ggccctttcc 


13 80 


ctggagcttg 


cggaggagat 


ccgccgcctc 


gaggaggagg 


tcttccgctt 


ggcgggccac 


1 A A f> 

1440 


cccttcaacc 


tcaactcccg 


ggaccagctg 


gaaagggtgc 


tctttgacga 


gcttaggctt 


1500 


cccgccttga 


agaagacgaa 


gaagacaggc 


aagcgctcca 


ccagcgccgc 


ggtgctggag 


1560 


gccctacggg 


aggcccaccc 


catcgtggag 


aagatcctcc 


agcaccggga 


gctcaccaag 


1620 


ctcaagaaca 


cctacgtgga 


ccccctccca 


agcctcgtcc 


acccgaggac 


gggccgcctc 


1680 


cacacccgct 


tcaaccagac 


ggccacggcc 


acggggaggc 


ttagtagctc 


cgaccccaac 


1740 


ctgcagaaca 


tccccgtccg 


cacccccttg 


ggccagagga 


tccgccgggc 


cttcgtggcc 


1800 


gaggcgggtt 


gggcgttggt 


ggccctggac 


tatagccaga 


tagagctccg 


cgtcctcgcc 


1860 


cacctctccg 


gggacgaaaa 


cctgatcagg 


gtcttccagg 


aggggaagga 


catccacacc 


1920 


cagaccgcaa 


gctggatgtt 


cggcgtcccc 


ccggaggccg 


tggaccccct 


gatgcgccgg 


1980 


gcggccaaga 


cggtgaactt 


cggcgtcctc 


tacggcatgt 


ccgcccatag 


gctctcccag 


2040 


gagcttgcca 


tcccctacga 


ggaggcggtg 


gcctttatag 


agcgctactt 


ccaaagcttc 


2100 


cccaaggtgc 


gggcctggat 


agaaaagacc 


ctggaggagg 


ggaggaagcg 


gggctacgtg 


2160 


gaaaccctct 


tcggaagaag 


gcgctacgtg 


cccgacctca 


acgcccgggt 


gaagagcgtc 


2220 


agggaggccg 


cggagcgcat 


ggccttcaac 


atgcccgtcc 


agggcaccgc 


cgccgacctc 


2280 


atgaagctcg 


ccatggtgaa 


gctcttcccc 


cgcctccggg 


agatgggggc 


ccgcatgctc 


2340 
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ctccaggtcg ccaacgagct cctcctggag gccccccaag cgcgggccga ggaggtggcg 2400 
gctttggcca aggaggccat ggagaaggcc tatcccctcg ccgtgcccct ggaggtggag 2460 
gtggggatgg gggaggactg gctttccgcc aagggtcacc accaccacca ccac 2514 

<210> 2855 

<211> 838 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 2855 

Met Asn Ser Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu Leu Val 
15 10 15 



Asp Gly His His Leu Ala Tyr Arg Thr Arg Arg Ala Leu Lys Gly Leu 
20 25 30 



Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe Ala Lys 
35 40 45 



Ser Leu Leu Lys Ala Leu Arg Glu Asp Gly Asp Val Val lie Val Val 
50 ~ 55 60 



Phe Asp Ala Lys Ala Pro Ser Phe Arg His Gin Thr Tyr Glu Ala Tyr 
65 * 70 75 80 



Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin Leu Ala 
85 90 95 



Leu lie Lys Glu Met Val Asp Leu Leu Gly Leu Glu Arg Leu Glu Val 
100 105 110 



Pro Gly Phe Glu Ala Asp Asp Val Leu Ala Thr Leu Ala Lys Lys Ala 
115 120 125 



Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Arg Asp Leu 
130 135 140 



Tyr Gin Leu Leu Ser Glu Arg lie Ser lie Leu His Pro Glu Gly Tyr 
145 150 155 160 
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Leu lie Thr Pro Glu Trp Leu Trp Glu Lys Tyr Gly Leu Lys Pro Ser 
165 170 175 



Gin Trp Val Asp Tyr Arg Ala Leu Ala Gly Asp Pro Ser Asp Asn lie 
180 185 190 



Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Ala Lys Leu lie Arg 
195 " 200 205 



Glu Trp Gly Ser Leu Glu Asn Leu Leu Lys His Leu Glu Gin Val Lys 
210 215 220 



Pro Ala Ser Val Arg Glu Lys lie Leu Ser His Met Glu Asp Leu Lys 
225 230 235 240 



Leu Ser Leu Glu Leu Ser Arg Val His Thr Asp Leu Leu Leu Gin Val 
245 250 255 



Asp Phe Ala Arg Arg Arg Glu Pro Asp Arg Glu Gly Leu Lys Ala Phe 
260 265 270 



Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu Leu 
275 280 285 



Glu Ser Pro Val Ala Ala Glu Glu Ala Pro Trp Pro Pro Pro Glu Gly 
290 295 300 



Ala Phe Val Gly Tyr Val Leu Ser Arg Pro Glu Pro Met Trp Ala Glu 
305 310 315 320 



Leu Asn Ala Leu Ala Ala Ala Trp Gly Gly Arg Val His Arg Ala Ala 
325 " 330 335 



Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val Arg Gly Leu Leu 
340 * 345 350 



Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly Leu Asp Leu Val 
355 360 365 



Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Gly Pro Ser Asn 
370 ' ' 375 380 



Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr Glu 
385 390 395 400 



Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu His Arg Asn Leu 
405 410 415 
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Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp Leu Tyr His Glu 
420 425 430 



Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala Thr Gly 
435 440 445 



Val Arg Leu Asp Val Ala Tyr Leu Gin Ala Leu Ser Leu Glu Leu Ala 
450 455 460 



Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg Leu Ala Gly His 
465 " 470 475 480 



Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe Asp 
485 490 495 



Glu Leu Arg Leu Pro Ala Leu Lys Lys Thr Lys Lys Thr Gly Lys Arg 
500 505 510 



Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro lie 
515 520 525 



Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys Leu Lys Asn Thr 
530 ~ 535 540 



Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg Thr Gly Arg Leu 
545 550 555 560 



His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser Ser 
565 570 575 



Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly Gin 
580 585 590 



Arg He Arg Arg Ala Phe Val Ala Glu Ala Gly Trp Ala Leu Val Ala 
595 600 605 



Leu Asp Tyr Ser Gin He Glu Leu Arg Val Leu Ala His Leu Ser Gly 
610 615 620 



Asp Glu Asn Leu He Arg Val Phe Gin Glu Gly Lys Asp He His Thr 
625 630 635 640 



Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu Ala Val Asp Pro 
645 650 655 



Leu Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly Val Leu Tyr Gly 
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660 



665 



670 



Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala He Pro Tyr Glu Glu 
675 680 685 



Ala Val Ala Phe He Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val Arg 
690 695 700 



Ala Trp He Glu Lys Thr Leu Glu Glu Gly Arg Lys Arg Gly Tyr Val 
705 ~ 4 710 715 720 



Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Asn Ala Arg 
725 " ~ 730 735 



Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met Pro 
740 745 ' 750 



Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys Leu 
755 760 765 



Phe Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu Leu Gin Val Ala 
770 ~ 775 780 



Asn Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala Glu Glu Val Ala 
785 790 795 800 



Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro Leu Ala Val Pro 
805 810 815 



Leu Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu Ser Ala Lys Gly 
820 825 830 



His His His His His His 
835 



<210> 2856 

<211> 2517 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2856 
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atgaattcgg 


ggatgctgcc 


cctctttgag 


cccaagggcc 


gggtcctcct 


99tggacggc 


bU 


caccacctgg 


cctaccgcac 


ccgccacgcc 


ctgaagggcc 


tcaccaccag 


ccggggggag 


ion 
12 U 


ccggtgcagg 


cggtctacgg 


cttcgccaag 


agcctcctca 


aggccctcaa 


ggaggacggg 


loU 


gacgcggtga 


tcgtggtctt 


tgacgccaag 


gccccctcct 


cccgccacga 


ggcc uacggg 




gggtacaagg 


cgggccgggc 


ccccacgccg 


gaggactttc 


cccggcaact 


cgccctcatc 


J u u 


aaggagctgg 


tggacctcct 


ggggctggcg 


cgcctcgagg 


tcccgggcta 


cgaggcggac 


.5 b U 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


gaaaaggagg 


gctacgaggt 


ccgcatcctc 


42 0 


accgccgaca 


aagaccttta 


ccagctcctt 


tccgaccgca 


tccacgtcct 


ccaccccgag 


A Q A 

48U 


gggtacctca 


tcaccccggc 


ctggctttgg gaaaagtacg 


gcctgaggcc 


cgaccagtgg 


c ^ a 


gccgactacc 


gggccctgac 


cggggacgag 


tccgacaacc 


ttcccggggt 


caagggcacc 


b U U 


ggggagaaga 


cggcgaggaa 


gcttctggag gagtggggga 


gcctggaagc 


cctcctcaag 


CCA 

bb U 


aacctggacc 


ggctgaagcc 


cgccatccgg gagaagatcc 


tggcccacat 


ggacgauccg 


T)A 


aagctctcct 


gggacctggc 


caaggtgcgc 


accgacctgc 


ccctggaggt 


ggacttcgcc 


TQA 

/ oU 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggcctttc 


tggagaggct 


tgagtttggc 


o4U 


agcctcctcc 


acgagttcgg 


ccttctggaa 


agccccaagg 


ccctggagga 


ggccccctgg 


QAA 

yuu 


cccccgccgg 


aaggggcctt 


cgtgggcttt 


gtgctttccc 


gcaaggagcc 


catgtgggcc 


O ^ A 

ybu 


gatcttctgg 


ccctggccgc 


cgccaggggc 


ggccgcgtgc 


accgggcagc 


agaccccttg 


i a o a 
102 0 


gcggggctaa 


aggacctcaa 


ggaggtccgg ggcctcctcg 


ccaaggacct 


cgccgtcttg 


i Aon 


gcctcgaggg 


aggggctaga 


cctcgtgccc 


ggggacgacc 


ccatgctcct 


cgcctacctc 


1140 


ctgggcccct 


ccaacaccac 


ccccgagggg gtggcgcggc 


gctacggggg 


ggagtggacg 


i n a a 
1200 


gaggacgccg 


cccaccgggc 


cctcctctcg 


gagaggctcc 


atcggaacct 


ccttaagcgc 


1260 


ctcgaggggg 


aggagaagct 


cctttggctc 


taccacgagg 


tggaaaagcc 


cctctcccgg 


1320 


gtcctggccc 


acatggaggc 


caccggggta 


cggctggacg 


tggcctacct 


tcaggccctt 


"I "3 O A 

1 j oU 


tccctggagc 


ttgcggagga 


gatccgccgc 


ctcgaggagg 


aggtcttccg 


ct uggcgggc 


1 / /A 


caccccttca 


acctcaactc 


ccgggaccag 


ctggaaaggg 


tgctctttga 


cgagcttagg 


1 CAf| 

louu 


cttcccgcct 


tgaagaagac 


gaagaagaca ggcaagcgct 


ccaccagcgc 


c 9 c 99tgctg 


1560 


gaggccctac 


gggaggccca 


ccccatcgtg gagaagatcc 


tccagcaccg 


ggagctcacc 


1620 


aagctcaaga 


acacctacgt 


ggaccccctc 


ccaagcctcg 


tccacccgag 


gacgggccgc 


1680 


ctccacaccc 


gcttcaacca 


gacggccacg 


gccacgggga 


ggcttagtag 


ctccgacccc 


1740 


aacctgcaga 


acatccccgt 


ccgcaccccc 


ttgggccaga 


ggatccgccg 


ggccttcgtg 


1800 


gccgaggcgg 


gttgggcgtt 


ggtggccctg 


gactatagcc 


agatagagct 


ccgcgtcctc 


1860 
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gcccacctct ccggggacga aaacctgatc agggtcttcc 


aggaggggaa ggacatccac 


1920 


acccagaccg caagctggat gttcggcgtc cccccggagg 


ccgtggaccc cctgatgcgc 


1980 


cgggcggcca agacggtgaa cttcggcgtc ctctacggca 


tgtccgccca taggctctcc 


2040 


caggagcttg ccatccccta cgaggaggcg gtggccttta 


tagagcgcta cttccaaagc 


2100 


ttccccaagg tgcgggcctg gatagaaaag accctggagg 


aggggaggaa gcggggctac 


2160 


gtggaaaccc tcttcggaag aaggcgctac gtgcccgacc 


tcaacgcccg ggtgaagagc 


2220 


gtcagggagg ccgcggagcg catggccttc aacatgcccg 


tccagggcac cgccgccgac 


2280 


ctcatgaagc tcgccatggt gaagctcttc ccccgcctcc 


gggagatggg ggcccgcatg 


2340 


ctcctccagg tcgccaacga gctcctcctg gaggcccccc 


aagcgcgggc cgaggaggtg 


2400 


gcggctttgg ccaaggaggc catggagaag gcctatcccc 


tcgccgtgcc cctggaggtg 


2460 


gaggtgggga tgggggagga ctggctttcc gccaagggtc 


accaccacca ccaccac 


2517 


<210> 2857 






<211> 839 






<212> PRT 






<213> Artificial Sequence 






<220> 






<223> Synthetic 






<400> 2857 






Met Asn Ser Gly Met Leu Pro Leu Phe Glu Pro 
15 10 


Lys Gly Arg Val Leu 
15 




Leu Val Asp Gly His His Leu Ala Tyr Arg Thr 
2 0 25 


Arg His Ala Leu Lys 
30 




Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin 
35 40 


Ala Val Tyr Gly Phe 
45 




Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp 
50 55 


Gly Asp Ala Val He 
60 




Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg 
65 70 75 


His Glu Ala Tyr Gly 
80 




Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu 
85 90 


Asp Phe Pro Arg Gin 
95 
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Leu Ala Leu He Lys Glu Leu Val Asp Leu Leu Gly Leu Ala Arg Leu 
100 105 110 



Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 ~ 120 125 



Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg He Leu Thr Ala Asp Lys 
130 ~ ~ 135 140 



Asp Leu Tyr Gin Leu Leu Ser Asp Arg He His Val Leu His Pro Glu 
145 * 150 155 160 



Gly Tyr Leu He Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 



Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 



Asn Leu Pro Gly Val Lys Gly He Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 



Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 ' 215 220 



Leu Lys Pro Ala He Arg Glu Lys He Leu Ala His Met Asp Asp Leu 
225 230 235 240 



Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 



Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 



Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 ~ 280 285 



Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 " 295 300 



Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 



Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 



Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val Arg Gly Leu 
340 345 350 
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Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly Leu Asp Leu 
355 360 365 



Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Gly Pro Ser 
370 375 380 



Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 



Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu His Arg Asn 
405 410 415 



Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp Leu Tyr His 
420 425 430 



Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala Thr 
435 ~ 440 445 



Gly Val Arg Leu Asp Val Ala Tyr Leu Gin Ala Leu Ser Leu Glu Leu 
450 ~ 455 460 



Ala Glu Glu He Arg Arg Leu Glu Glu Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 



His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 



Asp Glu Leu Arg Leu Pro Ala Leu Lys Lys Thr Lys Lys Thr Gly Lys 
500 505 510 



Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 



He Val Glu Lys He Leu Gin His Arg Glu Leu Thr Lys Leu Lys Asn 
530 " 535 540 



Thr Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg Thr Gly Arg 
545 550 555 560 



Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 



Ser Ser Asp Pro Asn Leu Gin Asn He Pro Val Arg Thr Pro Leu Gly 
580 585 590 



Gin Arg He Arg Arg Ala Phe Val Ala Glu Ala Gly Trp Ala Leu Val 
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595 



600 



605 



Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser 

610 ^ 615 620 

Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Lys Asp He His 

625 630 635 640 



Thr Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu Ala Val Asp 
645 650 655 



Pro Leu Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly Val Leu Tyr 
660 665 670 



Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala He Pro Tyr Glu 
675 680 685 



Glu Ala Val Ala Phe He Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 



Arg Ala Trp He Glu Lys Thr Leu Glu Glu Gly Arg Lys Arg Gly Tyr 
705 710 715 720 



Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Asn Ala 
725 ~ 730 735 



Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 



Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 " 760 765 



Leu Phe Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 



Ala Asn Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala Glu Glu Val 
785 790 795 800 



Ala Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro Leu Ala Val 
805 810 815 



Pro Leu Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 



Gly His His His His His His 
835 
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<210> 2858 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2858 

cgcctacctc ctggaccctt cgaacaccac c 

<210> 2859 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2859 

ggtggtgttc gaagggtcca ggaggtaggc g 

<210> 2860 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2860 

ggtacggcgg gacgtggcct accttcag 

<210> 2861 

<211> 28 

<212> DNA 

<213> Artificial Sequence 



<223> Synthetic 

<400> 2861 

ctgaaggtag gccacgtccc gccgtacc 

<210> 2862 

<211> 39 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2862 

cacctggcct accgcacccg cttcgccctg aagggcctc 

<210> 2863 

<211> 39 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2863 

gaggcccttc agggcgaagc gggtgcggta ggccaggtg 

<210> 2864 

<211> 42 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2864 

cacctggcct accgcacccg ccacgccctg aagggcctca 
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<210> 2865 

<211> 42 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2865 

ggtgaggccc ttcagggcgt ggcgggtgcg gtaggccagg tg 

<210> 2866 

<211> 42 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2866 

cacctggcct accgcacccg ccgcgccctg aagggcctca cc 

<210> 2867 

<211> 42 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2867 

ggtgaggccc ttcagggcgc ggcgggtgcg gtaggccagg tg 

<210> 2868 

<211> 13 

<212> DNA 

<213> Artificial Sequence 

- 2119 - 



<220> 

<223> Synthetic 
<220> 

< 2 2 1 > mis c_f eat ure 

<222> (3) . . (3) 

<223> The residue at this position is linked to a Z28 quenching group. 



<400> 2868 

cactgcttcg tgg 13 

<210> 2869 

<211> 27 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 2869 

ccaggaagca agtggtgcgc ctcgttt 27 

<210> 2870 

<211> 27 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 2870 

ccaggaagca agtggaggcg tgacggt 27 

<210> 2871 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Synthetic 

<400> 2871 

ccaggaagca agtgacgcag cgacggt 

<210> 2872 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2872 

ccgtcacgcc tcgtcatcag ggat 

<210> 2873 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2873 
ctcttctggg aagcccaga 

<210> 2874 

<211> 13 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2874 
cttgcaggca ggt 



<210> 2875 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2875 
atccctgatg acgaggc 

<210> 2876 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2876 

ccgtcacgcc tccagcaggt tg 

<210> 2877 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2877 

actctagttt ttccttctcc tta 

<210> 2878 

<211> 15 

<212> DNA 

<213> Artificial Sequence 



22 



23 
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<223> Synthetic 

<400> 2878 
gcaatctcgg tctgc 

<210> 2879 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2879 
ccaaggtgct ggaggc 

<210> 2880 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2880 

ccgtcacgcc tcagaggcag gg 

<210> 2881 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2881 
ggctcagggt cattgaggc 



<210> 2882 

<211> 13 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2882 
tgaaggcctc etc 

<210> 2883 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2883 
ccctgcctct gaggc 

<210> 2884 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2884 

ccgtcacgcc tcccttttgc cagttg 

<210> 2885 

<211> 27 

<212> DNA 

<213> Artificial Sequence 



<223> Synthetic 

<400> 2885 

gctctgcagg attttcatgt caccata 

<210> 2886 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2886 
ctccagatat ccaagaagag 

<210> 2887 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2887 
gaactggcaa aagggaggcg 

<210> 2888 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2888 

aacgaggcgc acccttttgc cagttg 



<210> 2889 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2889 
gaactggcaa aagggtgcg 

<210> 2890 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2890 

ccgtcacgcc tcccttttgc cagtta 

<210> 2891 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2891 

gctctgcagg attttcatgt caccata 

<210> 2892 

<211> 20 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 2892 
ctccagatat ccaagaagag 

<210> 2893 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2893 
gaactggcaa aagggaggcg 

<210> 2894 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2894 

ccgtcacgcc tcccttttgc cagttt 

<210> 2895 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2895 

ccgtcacgcc tcagttgttt ccgtc 



<210> 2896 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2896 

agaggtacaa acgaggtttt ccaaggc 

<210> 2897 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2897 

agctaagatc cctggatcag atttagaga 

<210> 2898 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2898 
aacggaaaca actgaggcg 

<210> 2899 

<211> 25 

<212> DNA 

<213> Artificial Sequence 



<223> Synthetic 

<400> 2899 

ccgtcacgcc tcagttgttt ccgtt 

<210> 2900 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2900 

ccgtcacgcc tcagttgttt ccgtc 

<210> 2901 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2901 
agctaagatc cctgga 

<210> 2902 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2902 

ccgtcacgcc tcagttgttt ccgtg 



<210> 2903 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2903 

ccgtcacgcc tctcatcttt tgggg 25 

<210> 2904 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2904 

ggtttggaag cagcccta 18 

<210> 2905 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2905 

tccgtcaact tcaaagaaca g 21 

<210> 2906 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Synthetic 

<400> 2906 
ccccaaaaga tgagaggcg 

<210> 2907 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2907 

ccgtcacgcc tctgtcgttg ct 

<210> 2908 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2908 
cccaaggcca caggtattta 

<210> 2909 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2909 
tggttctcct tgtacaaag 



<210> 2910 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2910 
agcaacgaca gaggcg 

<210> 2911 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2911 

ccgtcacgcc tcctttcatt acacag 

<210> 2912 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2912 
gggtgggtgt gccgta 

<210> 2913 

<211> 20 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 2913 
gacaggtata gattctttcc 

<210> 2914 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2914 
ctgtgtaatg aaaggaggcg 

<210> 2915 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2915 

ccgtcacgcc tcccctttag ttttacaa 

<210> 2916 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2916 

gaattggcac tcaaatgtgt tgtcagaga 



<210> 2917 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2917 

cagttactct gatattgctg atgaaattct 

<210> 2918 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2918 

gttgtaaaac taaaggggag gcg 

<210> 2919 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2919 

aacgaggcgc acccctttag ttttaca 

<210> 2920 

<211> 21 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 2920 

acagttactc tgatattgct g 

<210> 2921 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2921 

ttgtaaaact aaaggcgtgc g 

<210> 2922 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2922 

ccgtcacgcc tcccctttag ttttacaa 

<210> 2923 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2923 
cagttactct gatattgctg 



<210> 2924 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2924 
tgtaaaacta aaggggaggc 

<210> 2925 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2925 

acagttactc tgatattgct g 

<210> 2926 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2926 

ccgtcacgcc tcctcctgtg acc 

<210> 2927 

<211> 29 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 2927 

acatccatct ccgtgcatgg cgtccctta 

<210> 2928 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2928 

tcggttcaaa atgccgatga tctctctca 

<210> 2929 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2929 
ggtcacagga ggaggcg 

<210> 2930 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2930 

ccgtcacgcc tcctcctgtg acc 



<210> 2931 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2931 
tcggttcaaa atgccgatga 

<210> 2932 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2932 

ccgtcacgcc tcctcctgtg aca 

<210> 2933 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2933 

ccgtcacgcc tcctcctgtg ac 

<210> 2934 

<211> 21 

<212> DNA 

<213> Artificial Sequence 



23 



22 
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<220> 

<223> Synthetic 

<400> 2934 

ctcggttcaa aatgccgatg a 21 

<210> 2935 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2935 

ccgtcacgcc tcctcctgtg act 23 

<210> 2936 

<211> 25 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 2936 

ccgtcacgcc tctcttttct cattt 25 

<210> 2937 

<211> 32 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 2937 

gttcatacaa tcagaattgc cattgcacaa ca 32 



- 2139 - 



<210> 2938 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2938 
ccacgatttc ccagagaac 

<210> 2939 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2939 
aaatgagaaa agagaggc 

<210> 2940 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2940 

ccgtcacgcc tcagggaagg cc 

<210> 2941 

<211> 22 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 2941 

tcctctccgg acttgtgaag tc 

<210> 2942 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2942 
gtggttgtca ccagcat 

<210> 2943 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2943 
ggccttccct gagcc 

<210> 2944 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2944 

ccgtcacgcc tcagtggtat cct 



<210> 2945 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2945 

ggtatagaca ggtctgttgg gc 

<210> 2946 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2946 
ctgtgaagtc tcctc 

<210> 2947 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2947 
aggataccac tgaggc 

<210> 2948 

<211> 22 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 2948 

ccgtcacgcc tcggttctcc ac 

<210> 2949 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2949 

caggctggaa atggaggctg ca 

<210> 2950 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2950 

gaaggacacg gtgtcgttgt ca 

<210> 2951 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2951 
gtggagaacc gaggcg 



<210> 2952 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2952 

ccgtcacgcc tcctgtacac gagag 

<210> 2953 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2953 

ggtggtgatg gtggtgatgg eta 

<210> 2954 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2954 

agagagaccg ggatagatag c 

<210> 2955 

<211> 18 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 2955 
ctctcgtgta caggaggc 

<210> 2956 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2956 

aacgaggcgc acccaccaag agg 

<210> 2957 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2957 

aggcgtccag aagaggaaga agacaacaaa 

<210> 2958 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2958 
atgagcctaa tggctc 



<210> 2959 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2959 
cctcttggtg ggtgcgc 

<210> 2960 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2960 
atgagcctaa tggctctggc 

<210> 2961 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2961 

aacgaggcgc acgcttgact actaaca 

<210> 2962 

<211> 18 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 2962 
ggctgtgcac cgcgtttc 

<210> 2963 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2963 
cattccagct ccgt 

<210> 2964 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2964 

tgttagtagt caagcgtccg c 

<210> 2965 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2965 

aacgaggcgc acgttccatc ttc 



<210> 2966 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2966 

ctgtgaaggg gtactggtca c 

<210> 2967 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2967 
tcctgcgact tctc 

<210> 2968 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2968 
gaagatggaa cgtgcgc 

<210> 2969 

<211> 21 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 2969 

aacgaggcgc acccctctgt t 

<210> 2970 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2970 

tcctgtagtt tctgagtcaa agagta 

<210> 2971 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2971 
cttgaagttc tctggcg 

<210> 2972 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2972 
aacagagggg tgcgc 



<210> 2973 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2973 

ccgtcacgcc tcccctctgt tc 

<210> 2974 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2974 
gaacagaggg gaggcg 

<210> 2975 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2975 

ccgtcacgcc tcagatgatc tgagt 

<210> 2976 

<211> 27 

<212> DNA 

<213> Artificial Sequence 



16 



25 
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<220> 

<223> Synthetic 

<400> 2976 

acaggcttgt cactcgaatt ttgagac 

<210> 2977 

<211> 13 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2977 
gtgagggtct ggg 

<210> 2978 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2978 
actcagatca tctgaggcg 

<210> 2979 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2979 

aacgaggcgc actgatgatc tgagt 



<210> 2980 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2980 
actcagatca tctgtgcgc 

<210> 2981 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2981 

ccgtcacgcc tctgggaact tctc 

<210> 2982 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2982 

actgatgaga gggaggccat ta 

<210> 2983 

<211> 14 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 2983 
atccctttgg ggac 

<210> 2984 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2984 
gagaagttcc cagaggcg 

<210> 2985 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2985 

ccgtcacgcc tcctgagtag tt 

<210> 2986 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



<400> 2986 

tgtcccagca tcttgtgttt a 



<210> 2987 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2987 
gttgaaagct ctgagcac 

<210> 2988 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2988 
aactactcag gaggcg 

<210> 2989 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2989 

aacgaggcgc acctctggca ag 

<210> 2990 

<211> 16 

<212> DNA 

<213> Artificial Sequence 



16 



22 



2154 - 



<220> 

<223> Synthetic 

<400> 2990 
ggggccgcaa caggga 

<210> 2991 

<211> 13 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2991 
cgggggacac ccg 

<210> 2992 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2992 
ctttgccaga ggtgcgc 

<210> 2993 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2993 

ccgtcacgcc tccatgctct gttt 



<210> 2994 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2994 
ggccaggttc agggta 

<210> 2995 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2995 
caggatcttg gggtta 

<210> 2996 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2996 
aaacagagca tggaggc 

<210> 2997 

<211> 23 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 2997 

ccgtcacgcc tcagttgctg agg 

<210> 2998 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2998 
cagcgcgcct gggttgac 

<210> 2999 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2999 
tttgcgtaga ccgg 

<210> 3000 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



<400> 3000 
cctcagcaac tgaggc 



<210> 3001 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3001 

ccgtcacgcc tccatgctct gtttc 

<210> 3002 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3002 
aggatcttgg ggttact 

<210> 3003 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3003 
gaaacagagc atggaggc 

<210> 3004 

<211> 23 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3004 

ccgtcacgcc tccgtagacc ggc 

<210> 3005 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3005 

ctgggttgaa gttgctgagg tttga 

<210> 3006 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3006 
ggctcgctgt gcagg 

<210> 3007 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3007 
gccggtctac ggaggc 



<210> 3008 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3008 

aacgaggcgc actaagagcg ca 

<210> 3009 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3009 

gcctttgaca gggaaagttt ctca 

<210> 3010 

<211> 12 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3010 
cgcacccgct gg 

<210> 3011 

<211> 16 

<212> DNA 

<213> Artificial Sequence 



24 



12 



- 2160 - 



<223> Synthetic 

<400> 3011 
tgcgctctta gtgcgc 

<210> 3012 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3012 
aacgaggcgc actcggacgg 

<210> 3013 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3013 
gtagccataa ggtccgctca 

<210> 3014 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3014 
gaggaacgag gcgttga 



<210> 3015 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3015 
ccgtccgagt gcgc 

<210> 3016 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3016 

ccgtcacgcc tcctcggacg gg 

<210> 3017 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3017 

gttactgtag ccataaggtc cgcta 

<210> 3018 

<211> 16 

<212> DNA 

<213> Artificial Sequence 



22 



25 



2162 - 



<220> 

<223> Synthetic 

<400> 3018 
tggttcgagg cgttga 

<210> 3019 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3019 
cccgtccgag gaggc 

<210> 3020 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3020 

ccgtcacgcc tcaaggtccg ct 

<210> 3021 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3021 

gatcttgggg ttactgtagc catc 



<210> 3022 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3022 
ctcggacggg aggaac 

<210> 3023 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3023 
agcggacctt gagg 

<210> 3024 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3024 

aacgaggcgc acctgtcgtt gag 

<210> 3025 

<211> 19 

<212> DNA 

<213> Artificial Sequence 



14 



23 



2164 - 



<220> 

<223> Synthetic 

<400> 3025 
caggacttgg gcgagctga 

<210> 3026 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3026 
agggtagggg aagac 

<210> 3027 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3027 
ctcaacgaca ggtgcgc 

<210> 3028 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3028 

ccgtcacgcc tccggcaagg g 



<210> 3029 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3029 

tgctatgggc aaagtttcgt ggatga 

<210> 3030 

<211> 13 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3030 
ttgcggaccg ctg 

<210> 3031 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3031 
cccttgccgg aggc 

<210> 3032 

<211> 23 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3032 

ccgtcacgcc tccgggtgtt gta 

<210> 3033 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3033 
gagagtcgcg tccttgcta 

<210> 3034 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3034 
agttccagtg caaagt 

<210> 3035 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



<400> 3035 
tacaacaccc ggaggc 



<210> 3036 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3036 

ccgtcacgcc tcttgtgctg. atgt 

<210> 3037 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3037 
9 a 999 a 99 c 9 ctgcgtaga 

<210> 3038 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3038 
gtggagacgt ggcac 

<210> 3039 

<211> 17 

<212> DNA 

<213> Artificial Sequence 



19 



15 



2168 - 



<220> 

<223> Synthetic 

<400> 3039 
acatcagcac aagaggc 

<210> 3040 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3040 

aacgaggcgc actcgaggtc a 

<210> 3041 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3041 
ggctgcaccg agtcgtaga 

<210> 3042 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



<400> 3042 
tagttcctgt tggtgaag 



<210> 3043 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3043 
tgacctcgag tgcgc 

<210> 3044 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3044 
aacgaggcgc acatgcggca 

<210> 3045 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3045 

tgctatgggc aaagtttcgt ggc 

<210> 3046 

<211> 14 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3046 
agggttgcgg accg 

<210> 3047 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3047 
tgccgcatgt gcgc 

<210> 3048 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3048 

aacgaggcgc acctgctggt g 

<210> 3049 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3049 
tgttcctcct cagagtcga 



<210> 3050 

<211> 13 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3050 
gtgggcggtg tct 

<210> 3051 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3051 
caccagcagg tgcgc 

<210> 3052 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3052 

aacgaggcgc acccagtggg c 

<210> 3053 

<211> 19 

<212> DNA 

<213> Artificial Sequence 



15 



21 



2172 - 



<220> 

<223> Synthetic 

<400> 3053 
cgtggcacct cttgaggaa 

<210> 3054 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3054 
tgtgaggagg tttgct 

<210> 3055 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3055 
cccactgggt gcgc 

<210> 3056 

<211> 14 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 



<221> misc_f eature 
<222> (3) . . (3) 

<223> The residue at this position is linked to a Z28 quenching group. 



<400> 3056 

ctcttctcag tgcg 14 

<210> 3057 

<211> 29 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3057 

cgcagtgaga atgaggtgat ctcggcggt 2 9 

<210> 3058 

<211> 32 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3058 

ccgccgagat cacgtagttg aggtcaatga ag 32 

<210> 3059 

<211> 28 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 



- 2174 - 



<400> 3059 

ggaatcatat tggaacatgt aaaccatc 

<210> 3060 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3060 

cttcattgac ctcaactacg tgatct 

<210> 3061 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3061 

agaatcatac tggaacatgt agaccatc 

<210> 3062 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3062 

ggagtcatac tggaacatgt agaccatc 



<210> 3063 
<211> 23 



<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3063 

ccgccgagat cacccatccc act 23 

<210> 3064 

<211> 33 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3064 

catctcgttt tctctttatt gtggtcgact tta 

<210> 3065 

<211> 14 

<212> DNA 

<213> Artificial Sequence 



33 



<220> 

<223> Synthetic 

<400> 3065 

tctgcacctg cacc 14 

<210> 3066 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 



- 2176 - 



<223> Synthetic 

<400> 3066 
gtgggatggg tgatc 

<210> 3067 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3067 

ccgccgagat cacccatccc ac 

<210> 3068 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3068 

cgttttctct ttattgtggt cgacttta 

<210> 3069 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3069 
ttctgcacct gcac 

<210> 3070 



22 



28 



14 



2177 - 



<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3070 

ccgccgagat caccttctgc acc 

<210> 3071 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3071 

ctttattgtg gtcgactttc catcccaa 

<210> 3072 

<211> 12 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3072 
tgcaccaggg cc 

<210> 3073 

<211> 16 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3073 
ggtgcagaag gtgatc 

<210> 3074 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3074 

ccgccgagat caccaccagg gc 

<210> 3075 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3075 

ccatcccact tctgcacctg a 

<210> 3076 

<211> 13 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3076 
cccgccatct agg 



22 



21 



13 



2179 - 



<210> 3077 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3077 
ccctggtggt gate 

<210> 3078 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3078 

ccgccgagat caccgaattc cacg 

<210> 3079 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3079 

tcctgtcgtc tgcggtgatt tcata 

<210> 3080 

<211> 19 

<212> DNA 

<213> Artificial Sequence 



24 



25 



2180 - 



<223> Synthetic 

<400> 3080 
cccagtttga aggaaatct 

<210> 3081 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3081 
cgtggaattc ggtgatc 

<210> 3082 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3082 

ccgccgagat caccgaattc cacgc 

<210> 3083 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3083 
ccagtttgaa ggaaatctcg 



<210> 3084 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3084 

ccgccgagat caccatcgaa ttccacg 27 

<210> 3085 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3085 

cttcctgtcg tctgcggtga ttta 24 

<210> 3086 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3086 

cccagtttga aggaaatct 19 

<210> 3087 

<211> 19 

<212> DNA 

<213> Artificial Sequence 



- 2182 - 



<220> 

<223> Synthetic 

<400> 3087 

gtggaattcg atggtgatc 19 

<210> 3088 

<211> 26 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3088 

ccgccgagat cacccgaact tccgcg 26 

<210> 3089 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3089 

gcaagagcga gaaccctgga 2 0 

<210> 3090 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3090 

cgcggaagtt cgggtgatc 19 



- 2183 - 



<210> 3091 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3091 

ccgccgagat cacgcaagag cgagaacc 

<210> 3092 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3092 
ggcggttaga gcagacgcgc 

<210> 3093 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3093 

ggttctcgct cttgcgtgat c 

<210> 3094 

<211> 26 

<212> DNA 

<213> Artificial Sequence 



<223> Synthetic 

<400> 3094 

ccgccgagat cacgcctatg tccttc 

<210> 3095 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3095 

tcaggtcgct tagtccaact taatgaac 

<210> 3096 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3096 
gaaggacata ggcgtgatc 

<210> 3097 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3097 

ccgccgagat cacgtcgctt agtcc 



<210> 3098 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3098 

ggtagacagt cgaatcatcc attcagc 

<210> 3099 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3099 
ggactaagcg acgtgatc 

<210> 3100 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3100 

ccgccgagat cacgcctatg tcctt 

<210> 3101 

<211> 26 

<212> DNA 

<213> Artificial Sequence 



18 



25 



2186 - 



<223> Synthetic 

<400> 3101 

aggtcgctta gtccaactta atgaac 

<210> 3102 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3102 

cgcgtactga cggaagcact gtc 

<210> 3103 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3103 
aaggacatag gcgtgatc 

<210> 3104 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3104 

ccgccgagat cacgcttccg atgtact 



<210> 3105 

<211> 34 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3105 

gcatgtaatc tgcaacattc tggcccatga tgta 

<210> 3106 

<211> 39 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3106 

tctgcattaa attccttgct ttcagaatca taaccaggg 

<210> 3107 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3107 
agtacatcgg aagcgtgatc 

<210> 3108 

<211> 21 

<212> DNA 

<213> Artificial Sequence 



- 2188 - 



<220> 

<223> Synthetic 

<400> 3108 

ccgccgagat cacgcttccg a 21 

<210> 3109 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3109 

gcaacattct ggcccatgat gt 22 

<210> 3110 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3110 

tgtacttctg cattaaattc ct 22 

<210> 3111 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3111 

tcggaagcgt gate 14 



- 2189 - 



<210> 3112 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3112 

ccgccgagat cactgggtca tcttct 

<210> 3113 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3113 

gggtgttgaa ggtctcaaac atgatca 

<210> 3114 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3114 
agaagatgac ccagtgatc 

<210> 3115 

<211> 24 

<212> DNA 

<213> Artificial Sequence 



27 



19 



2190 - 



<223> Synthetic 

<400> 3115 

ccgccgagat cacagcagcc gtgg 

<210> 3116 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3116 
ccagggagga gctggac 

<210> 3117 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3117 
ccacggctgc tgtgatc 

<210> 3118 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3118 

ccgccgagat cactgggtca tctttt 



<210> 3119 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3119 

gggtgttgaa ggtctcaaac atgatca 27 

<210> 3120 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3120 

aaaagatgac ccagtgatc 19 

<210> 3121 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3121 

ccgccgagat cactgggtca tc 22 

<210> 3122 

<211> 27 

<212> DNA 

<213> Artificial Sequence 



- 2192 - 



<220> 

<223> Synthetic 

<400> 3122 

gggtgttgaa ggtctcaaac atgatca 27 

<210> 3123 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3123 

ttttcacggt tggcc 15 

<210> 3124 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3124 

gatgacccag tgatc 15 

<210> 3125 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3125 

ccgccgagat cacatagctc ttca 24 



- 2193 - 



<210> 3126 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3126 

cccctgttga ctggtcatta cac 

<210> 3127 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3127 

gtctgataaa atctacagtc atagg 

<210> 3128 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3128 
tgaagagcta tgtgatc 

<210> 3129 

<211> 27 

<212> DNA 

<213> Artificial Sequence 



<223> Synthetic 



<400> 3129 

ccgccgagat cactttgaac aagttgg 

<210> 3130 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3130 

gggaactgct gacaaagatt cactggtaat 

<210> 3131 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3131 

aaaatacagt caacattact gaaacactac 

<210> 3132 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3132 
ccaacttgtt caaagtgatc 



<210> 3133 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3133 

ccgccgagat cacctggttg ttt 

<210> 3134 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3134 
ggacagcagc cttaatccta 

<210> 3135 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3135 
gttatctggt tgttcttca 

<210> 3136 

<211> 16 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3136 

aaacaaccag gtgatc 16 

<210> 3137 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3137 

ccgccgagat cacaccgact t 21 

<210> 3138 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3138 

cctaggtggc tcataaggac tc 22 

<210> 3139 

<211> 14 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 3139 

ggctccattg tcca 14 



- 2197 - 



<210> 3140 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3140 
aagtcggtgt gate 

<210> 3141 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3141 

ccgccgagat caccccatcc a 

<210> 3142 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3142 

ctttcaggac cacagtccaa ga 

<210> 3143 

<211> 14 

<212> DNA 

<213> Artificial Sequence 



<223> Synthetic 

<400> 3143 
gccagcaggt atgc 

<210> 3144 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3144 
tggatggggt gate 

<210> 3145 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3145 

ccgccgagat caccttcctt gg 

<210> 3146 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3146 

ctcttcacgg cgcttgcgtg a 



<210> 3147 

<211> 17 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3147 

tcttagacct gcgagcc 17 

<210> 3148 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3148 

ccaaggaagg tgatc 15 

<210> 3149 

<211> 18 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3149 

ctcccggcgc tttcgtga 18 

<210> 3150 

<211> 17 

<212> DNA 

<213> Artificial Sequence 



- 2200 - 



<220> 

<223> Synthetic 

<400> 3150 
tcttagacct gcgagcc 

<210> 3151 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3151 

ccgccgagat cactgcttcc ttg 

<210> 3152 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3152 
gctcttcacg gcgcttgcga 

<210> 3153 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3153 
gtcttagacc tgcgagcc 



<210> 3154 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3154 
caaggaagca gtgatc 

<210> 3155 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3155 
cctcccggcg ctttcga 

<210> 3156 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3156 

agcctcaaga tcatcgtgat ct 

<210> 3157 

<211> 14 

<212> DNA 

<213> Artificial Sequence 



17 



22 



2202 - 



<220> 

<223> Synthetic 
<220> 

<221> misc_f eature 

<222> (3) . . (3) 

<223> The residue at this position is linked to a 228 quenching group. 



<400> 3157 

ctcttctcag tgcg 14 

<210> 3158 

<211> 13 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<220> 

<221> misc_feature 

<222> (3).. (3) 

<223> The residue at this position is linked to a Z28 quenching group. 



<400> 3158 

cactgcttcg tgg 13 

<210> 3159 

<211> 28 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 3159 



- 2203 - 



ccaggaagca agtggtgatc tcggcggt 

<210> 3160 

<2ll> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_f eature 

<222> (3) . . (3) 

<223> The residue at this position 

<400> 3160 
ctcttctcag tgcg 

<210> 3161 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> mi sc_f eature 

<222> (3) . . (3) 

<223> The residue at this position 

<400> 3161 
ctcttctcag tgcg 

<210> 3162 

<211> 13 



is linked to a Z28 quenching group. 



14 



is linked to a Z28 quenching group. 



- 2204 - 



<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<220> 

<221> misc_f eature 

<222> (3) . . (3) 

<223> The residue at this position is linked to a Z28 quenching group. 



<400> 3162 

tccactccga get 13 

<210> 3163 

<211> 13 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<220> 

< 2 2 1 > mi sc_f eature 

<222> (3) . . (3) 

<223> The residue at this position is linked to a Z28 quenching group. 



<400> 3163 

tccactccga get 13 

<210> 3164 

<211> 27 

<212> DNA 

<213> Artificial Sequence 



- 2205 - 



<220> 

<223> Synthetic 

<400> 3164 

agctcggagt aggagtgcgc ctcgttt 

<210> 3165 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3165 

agcacggagt aggagtgcgc ctcgttt 

<210> 3166 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3166 

agcccggagt aggagtgcgc ctcgttt 

<210> 3167 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3167 

agcgcggagt aggagtgcgc ctcgttt 



<210> 3168 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3168 

agcgcggagt aggagtgcgc ctcgttt 

<210> 3169 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> modif ied_base 

<222> (3) . . (3) 

<223> The residue at this position is a30. 

<400> 3169 

ccaggaagca agtggtgcgc ctcgttt 

<210> 3170 

<211> 27 

<212> DNA 

<213> Artificial Sequence 



<220> 
<223> 
<220> 



Synthetic 



<221> modif ied_base 

<222> (3).. (3) 

<223> The residue at this position is a30 
<220> 

<221> modif ied_base 

<222> (26) . . (26) 

<223> The residue at this position is u33 

<400> 3170 

ccaggaagca agtggtgcgc ctcgtut 

<210> 3171 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> modif ied_base 

<222> (3) . . (3) 

<223> The residue at this position is a30 
<220> 

<221> modif ied_base 

<222> (6) . . (6) 

<223> The residue at this position is a30 
<220> 

<221> modif ied_base 

<222> (26) . . (26) 



- 2208 - 



<223> The residue at this position is u33 



<400> 3171 

ccaggaagca agtggtgcgc ctcgtut 

<210> 3172 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> modif ied_base 

<222> (3) . . (3) 

<223> The residue at this position is a30 
<220> 

<221> modif ied_base 

<222> (6).. (6) 

<223> The residue at this position is a30 
<220> 

<221> modif ied_base 

<222> (7) . . (7) 

<223> The residue at this position is a30 
<220> 

<221> modif ied_base 

<222> (26) . . (26) 

<223> The residue at this position is u33 



- 2209 - 



<400> 3172 

ccaggaagca agtggtgcgc ctcgtut 

<210> 3173 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> modif ied_base 

<222> (3) . . (3) 

<223> The residue at this position is a30 
<220> 

<221> modif ied_base 

<222> (6).. (6) 

<223> The residue at this position is a30 
<220> 

< 2 2 1 > modi f i ed_base 

<222> (7) . . (7) 

<223> The residue at this position is a30 
<220> 

<221> modif ied_base 

<222> (10) . . (10) 

<223> The residue at this position is a30 
<220> 

<221> modified base 



- 2210 - 



<222> (26) . . (26) 

<223> The residue at this position is u33 

<400> 3173 

ccaggaagca agtggtgcgc ctcgtut 

<210> 3174 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> modif ied_base 

<222> (3).. (3) 

<223> The residue at this position is a30 
<220> 

<221> modif ied_base 

<222> (6) . . (6) 

<223> The residue at this position is a30 
<220> 

<221> modifie d_ba s e 

<222> (7) . . (7) 

<223> The residue at this position is a30 
<220> 

<221> modif ied_base 

<222> (10) . . (10) 

<223> The residue at this position is a30 



- 2211 - 



<220> 

<221> modif ied_base 

<222> (11).. (11) 

<223> The residue at this position is a30. 



<220> 

<221> modif ied_base 

<222> (26) . . (26) 

<223> The residue at this position is u33 . 



<400> 3174 

ccaggaagca agtggtgcgc ctcgtut 27 

<210> 3175 

<211> 13 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<220> 

<221> misc_f eature 

<222> (3) . . (3) 

<223> The residue at this position is linked to a Z28 quenching group. 



<400> 3175 

cactgcttcg tgg 13 

<210> 3176 

<211> 27 

<212> DNA 

<213> Artificial Sequence 



- 2212 - 



<220> 

<223> Synthetic 

<400> 3176 

ccaggaagca agtggtgcgc ctcgttt 

<210> 3177 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3177 

ccaggaagca agtggaggcg tgacggt 

<210> 3178 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3178 
ccgtcacgcc tcgccccaca 

<210> 3179 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3179 

cttttccata ctttttatga cattc 



27 



20 



25 



2213 - 



<210> 3180 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3180 
tgtggggcga ggcg 

<210> 3181 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3181 
tgtggggcga ggcg 

<210> 3182 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3182 

ccgtcacgcc tcatggataa tgccc 

<210> 3183 

<211> 22 

<212> DNA 

<213> Artificial Sequence 



14 



25 



2214 - 



<220> 

<223> Synthetic 

<400> 3183 

cagaggaaag agagctgcag gg 22 

<210> 3184 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3184 

gggcattatc catgaggcg 19 

<210> 3185 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3185 

gggcattatc catgaggcg 19 

<210> 3186 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3186 

gcagaaaaca gtccgtgcgc 20 



- 2215 - 



<210> 3187 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3187 

ccgtcacgcc tcagagccaa tcac 

<210> 3188 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3188 

ctgatcaatc tccttttgga ctttctctgc 

<210> 3189 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3189 
gtgattggct ctgaggcg 

<210> 3190 

<211> 18 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3190 

gtgattggct ctgaggcg 18 

<210> 3191 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3191 

ccgtcacgcc tccaccatat ccc 23 

<210> 3192 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3192 

cggaagaatg ggtcgaccat g 21 

<210> 3193 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3193 

gggatatggt ggaggcg 17 



- 2217 - 



<210> 3194 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3194 
gggatatggt ggaggcg 

<210> 3195 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3195 

gccatgattt tgacataggg tttgaggatg 

<210> 3196 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3196 
ggactctgtc aagtgcgc 

<210> 3197 

<211> 22 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3197 

aacgaggcgc acgcaactcg ca 22 

<210> 3198 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3198 

aacgaggcgc acgcaactcg ca 22 

<210> 3199 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3199 

aacgaggcgc acgcaactcg ca 22 

<210> 3200 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3200 

aacgaggcgc acgcaactcg ca 22 



- 2219 - 



<210> 3201 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3201 

aacgaggcgc acgcaactcg ca 

<210> 3202 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3202 

aacgaggcgc acgcaactcg ca 

<210> 3203 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3203 

aacgaggcgc acgcaactcg ca 

<210> 3204 

<211> 18 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3204 

ggcctgcaga gactctgc 18 

<210> 3205 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3205 

gccactgcta agcac 15 

<210> 3206 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3206 

tgcgagttgc gtgcgc 16 

<210> 3207 

<211> 23 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 3207 

aacgaggcgc acctccaatc tea 23 



- 2221 - 



<210> 3208 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3208 

aacgaggcgc acctccaatc tea 23 

<210> 3209 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3209 

aacgaggcgc acctccaatc tea 23 

<210> 3210 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3210 

aacgaggcgc acctccaatc tea 23 

<210> 3211 

<211> 23 

<212> DNA 

<213> Artificial Sequence 



- 2222 - 



<223> Synthetic 

<400> 3211 

aacgaggcgc acctccaatc tea 

<210> 3212 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3212 

aacgaggcgc acctccaatc tea 

<210> 3213 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3213 

aacgaggcgc acctccaatc tea 

<210> 3214 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3214 

cccccactaa gatttatacc cttcta 



<210> 3215 

<211> 15 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3215 

gccaaatctc ctcca 15 

<210> 3216 

<211> 17 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3216 

tgagattgga ggtgcgc 17 

<210> 3217 

<211> 13 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<220> 

<221> misc__f eature 

<222> (3).. (3) 

<223> The residue at this position is linked to a Z28 quenching group. 



<400> 3217 

cactgcttcg tgg 13 

- 2224 - 



<210> 3218 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3218 

ccaggaagca agtggtgcgc ctcgttt 

<210> 3219 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3219 

ccaggaagca agtggaggcg tgacggt 

<210> 3220 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3220 

ccaggaagca agtgacgcag cgacggt 

<210> 3221 

<211> 22 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3221 

aacgaggcgc accaccatat cc 

<210> 3222 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3222 

ccggaagaat gggtcgacca tg 

<210> 3223 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3223 
ggatatggtg gtgcgc 

<210> 3224 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3224 
ccggaagaat gggtcgac 



<210> 3225 

<211> 23 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3225 

ccgtcacgcc tcggttgagg ttc 23 

<210> 3226 

<211> 20 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3226 

tggtggctga attcactgtg 20 

<210> 3227 

<211> 17 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 3227 

gaacctcaac cgaggcg 17 

<210> 3228 
<211> 17 
<212> DNA 

<213> Artificial Sequence 

- 2227 - 



<220> 

<223> Synthetic 

<400> 3228 

tggtggctga attcact 17 

<210> 3229 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3229 

ccgtcacgcc tcggttgagg tt 22 

<210> 3230 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3230 

ctggtggctg aattcactgt g 21 

<210> 3231 

<211> 16 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 3231 

aacctcaacc gaggcg 16 



- 2228 - 



<210> 3232 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3232 
ctggtggctg aattcac 

<210> 3233 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3233 
aacgaggcgc accgagccca 

<210> 3234 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3234 
gcatcaccac catgcgctga 

<210> 3235 

<211> 18 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3235 

cgtacagcgt gaacaccg 18 

<210> 3236 

<211> 20 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3236 

gcatcaccac catgcgctga 2 0 

<210> 3237 

<211> 21 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3237 

aacgaggcgc accctgagtg c 21 

<210> 3238 

<211> 17 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 3238 

gctggccttg ggtctta 17 



- 2230 - 



<210> 3239 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3239 
ttccagcagg aagtg 

<210> 3240 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3240 
gcactcaggg tgcgc 

<210> 3241 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3241 

aacgaggcgc acccacgagc a 

<210> 3242 

<211> 23 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3242 

ctgtgctttt ccttctccat tta 23 

<210> 3243 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3243 

ggcagtcggt gagg 14 

<210> 3244 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3244 

tgctcgtggg tgcgc 15 

<210> 3245 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3245 

aacgaggcgc acttggcact ac 22 



- 2232 - 



<210> 3246 

<211> 28 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3246 

ggttgtcata caaaacagag tccagaga 28 

<210> 3247 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3247 

gtcatacaaa acagagtcca gaga 24 

<210> 3248 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3248 

gactgtgccc ttgg 14 

<210> 3249 

<211> 16 

<212> DNA 

<213> Artificial Sequence 



- 2233 - 



<220> 

<223> Synthetic 

<400> 3249 
gtagtgccaa gtgcgc 

<210> 3250 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3250 

aacgaggcgc acttggcagg aca 

<210> 3251 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3251 

gctacagaaa tgagggcaaa aagatgaga 

<210> 3252 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3252 
ctcagcagaa ggatgg 



<210> 3253 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3253 
tgtcctgcca agtgcgc 

<210> 3254 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3254 
ctcagcagag gatgg 

<210> 3255 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3255 

ccgtcacgcc tcttggcagg aca 

<210> 3256 

<211> 17 

<212> DNA 

<213> Artificial Sequence 



17 



15 



23 



2235 - 



<220> 

<223> Synthetic 

<400> 3256 
tgtcctgcca agaggcg 

<210> 3257 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3257 

aacgaggcgc acttggcagg ac 

<210> 3258 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3258 
actcagcaga aggatgg 

<210> 3259 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3259 
gtcctgccaa gtgcgc 



<210> 3260 

<211> 21 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3260 

aacgaggcgc acttggcagg a 21 

<210> 3261 

<211> 18 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3261 

cactcagcag aaggatgg 18 

<210> 3262 

<211> 15 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3262 

tcctgccaag tgcgc 15 

<210> 3263 

<211> 22 

<212> DNA 

<213> Artificial Sequence 



- 2237 - 



<220> 

<223> Synthetic 

<400> 3263 

aacgaggcgc acccgattgt cc 

<210> 3264 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3264 

gatttctaag aacattttaa ttcatgatga 

<210> 3265 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3265 

caagactctg agaactgaag g 

<210> 3266 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3266 
ggacaatcgg gtgcgc 



<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3267 

ccgtcacgcc tcccgattgt cc 

<210> 3268 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3268 
ggacaatcgg gaggcg 

<210> 3269 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3269 

aacgaggcgc actactatta tttcatag 

<210> 3270 

<211> 27 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3270 

catttctatc tactgttctg catcaga 

<210> 3271 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3271 

aaaagatgag gcatacatta atttc 

<210> 3272 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3272 

ctatgaaata atagtagtgc gc 

<210> 3273 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3273 

aacgaggcgc actactatta tttcataga 



<210> 3274 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3274 

aaagatgagg catacattaa tttc 

<210> 3275 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3275 

tctatgaaat aatagtagtg cgc 

<210> 3276 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3276 

ccgtcacgcc tctactatta tttcataga 

<210> 3277 

<211> 23 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3277 

tctatgaaat aatagtagag gcg 

<210> 3278 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3278 

aacgaggcgc acaggtgtct ggag 

<210> 3279 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3279 

ggtccacgca caagctggga c 

<210> 3280 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3280 

taaaagctac agaaatgagg gc 



<210> 3281 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3281 
ctccagacac ctgtgcgc 

<210> 3282 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3282 

ccgtcacgcc tcaggtgtct ggag 

<210> 3283 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3283 
ctccagacac ctgaggcg 

<210> 3284 

<211> 25 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3284 

aacgaggcgc acaggtgtct ggagt 

<210> 3285 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3285 

aaaagctaca gaaatgaggg c 

<210> 3286 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3286 
actccagaca cctgtgcgc 

<210> 3287 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3287 

gagcaaacct catgycaatr cac 



<210> 3288 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3288 
tccattycca aagggcag 

<210> 3289 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3289 

aacgaggcgc acttttgctc cc 

<210> 3290 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3290 

ggtcatagag caggactcgt ga 

<210> 3291 

<211> 16 

<212> DNA 

<213> Artificial Sequence 



22 



22 



2245 - 



<220> 

<223> Synthetic 

<400> 3291 
tgagagccac tgtaag 

<210> 3292 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3292 
gggagcaaaa gtgcgc 

<210> 3293 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3293 

ccgtcacgcc tcttttgctc cc 

<210> 3294 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3294 
gggagcaaaa gaggcg 



<210> 3295 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3295 

aacgaggcgc acgttgtgat acctt 

<210> 3296 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3296 

gatgaaggcc ataaattaaa attgtgc 

<210> 3297 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3297 
tgggtatgga acgtcc 

<210> 3298 

<211> 19 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3298 
aaggtatcac aacgtgcgc 

<210> 3299 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3299 

ccgtcacgcc tcgttgtgat acctt 

<210> 3300 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3300 
aaggtatcac aacgaggcg 

<210> 3301 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3301 

aacgaggcgc acttgtgata ccttt 



<210> 3302 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3302 

gatgaaggcc ataaattaaa attgtgga 

<210> 3303 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3303 
gggtatggaa cgtccat 

<210> 3304 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3304 
aaaggtatca caagtgcgc 

<210> 3305 

<211> 25 

<212> DNA 

<213> Artificial Sequence 



17 



19 



2249 - 



<220> 

<223> Synthetic 

<400> 3305 

ccgtcacgcc tcttgtgata ccttt 

<210> 3306 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3306 
aaaggtatca caagaggcg 

<210> 3307 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3307 

aacgaggcgc acccataggg acc 

<210> 3308 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3308 

ccattcttgg acttcaacac aagtcttga 



<210> 3309 

<211> 13 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3309 
gggatcctgg tgg 

<210> 3310 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3310 
ggtccctatg ggtgcgc 

<210> 3311 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3311 

ccgtcacgcc tcccataggg acc 

<210> 3312 

<211> 17 

<212> DNA 

<213> Artificial Sequence 



17 



23 



2251 - 



<220> 

<223> Synthetic 

<400> 3312 
ggtccctatg ggaggcg 

<210> 3313 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3313 

aacgaggcgc acatgacggg acac 

<210> 3314 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3314 

gctacagaaa tgagggcaaa aaaatgagc 

<210> 3315 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3315 
tcagcagagg atggg 



<210> 3316 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3316 
gtgtcccgtc atgtgcgc 

<210> 3317 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3317 

ccgtcacgcc tcatgacggg acac 

<210> 3318 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3318 
gtgtcccgtc atgaggcg 

<210> 3319 

<211> 24 

<212> DNA 

<213> Artificial Sequence 



24 



18 



2253 - 



<220> 

<223> Synthetic 

<400> 3319 

aacgaggcgc actgactttc tgtg 24 

<210> 3320 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3320 

cgtcttttct ccataatagg ctttgaa 27 

<210> 3321 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3321 

atcagatgct gtctttggt 19 

<210> 3322 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3322 

cacagaaagt cagtgcgc 18 



- 2254 - 



<210> 3323 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3323 
gtcagatgct gtctttggt 

<210> 3324 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3324 
ctaagatgct gtctttggt 

<210> 3325 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3325 
ctgagatgct gtctttggt 

<210> 3326 

<211> 19 

<212> DNA 

<213> Artificial Sequence 



19 



19 



2255 - 



<220> 

<223> Synthetic 

<400> 3326 
atcagaggcc gtctttggt 

<210> 3327 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3327 
atcagaggcc gtctttg 

<210> 3328 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3328 

aacgaggcgc acccggttct c 

<210> 3329 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3329 

gatctcctcc gggtagaacg aa 



<210> 3330 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3330 
gcccttgtag ttcac 

<210> 3331 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3331 
gagaaccggg tgcgc 

<210> 3332 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3332 

aacgaggcgc acactcgaag c 

<210> 3333 

<211> 17 

<212> DNA 

<213> Artificial Sequence 



15 



21 



2257 - 



<220> 

<223> Synthetic 

<400> 3333 
ggcgggatgc cgctcac 

<210> 3334 

<211> 11 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3334 
gccccagcag g 

<210> 3335 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3335 
gcttcgagtg tgcgc 

<210> 3336 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3336 

aacgaggcgc acggtacgcc t 



<210> 3337 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3337 
caccgggtgg cccac 

<210> 3338 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3338 
cggcgatctc cttca 

<210> 3339 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3339 
aggcgtaccg tgcgc 

<210> 3340 

<211> 22 

<212> DNA 

<213> Artificial Sequence 



15 



15 



2259 - 



<220> 

<223> Synthetic 

<400> 3340 

aacgaggcgc acggtacgcc tc 

<210> 3341 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3341 
ggcgatctcc ttcat 

<210> 3342 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3342 
gaggcgtacc gtgcgc 

<210> 3343 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3343 

ccgtcacgcc tcggtacgcc tc 



<210> 3344 

<211> 16 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3344 

gaggcgtacc gaggcg 16 

<210> 3345 

<211> 21 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3345 

aacgaggcgc acgtacgcct c 21 

<210> 3346 

<211> 15 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3346 

accgggtggc ccagc 15 

<210> 3347 

<211> 15 

<212> DNA 

<213> Artificial Sequence 



- 2261 - 



<220> 

<223> Synthetic 

<400> 3347 
gaggcgtacg tgcgc 

<210> 3348 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3348 

ccgtcgctgc gtgctcaact c 

<210> 3349 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3349 
gccggcggga tgccc 

<210> 3350 

<211> 12 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3350 
gaagcgcccc ag 



<210> 3351 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3351 
gagttgagca cgcagc 

<210> 3352 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3352 

aacgaggcgc accagcacca tg 

<210> 3353 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3353 

gcgatctcct tcatcttggt a 

<210> 3354 

<211> 20 

<212> DNA 

<213> Artificial Sequence 



22 



21 



2263 - 



<220> 

<223> Synthetic 

<400> 3354 
cagtctcctt catcttggta 

<210> 3355 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3355 

gcgatctcct tcatcttggt a 

<210> 3356 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3356 
catggtgctg gtgcgc 

<210> 3357 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3357 
aacgaggcgc accatggccc 



<210> 3358 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3358 
caggttgttg tcgcgcgta 

<210> 3359 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3359 
gaggttgttg tcgcgcgta 

<210> 3360 

<211> 13 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3360 
tctcgccctc gta 

<210> 3361 

<211> 14 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3361 
gggccatggt gcgc 

<210> 3362 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3362 

aacgaggcgc accacctgga tea 

<210> 3363 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3363 
ccctctcgcc ctegtaa 

<210> 3364 

<211> 11 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3364 
gcaccccggg c 



<210> 3365 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3365 
tgatccaggt ggtgcgc 

<210> 3366 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3366 

aacgaggcgc actcagcacc a 

<210> 3367 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3367 

ggcgatctcc ttcatcttgg a 

<210> 3368 

<211> 21 

<212> DNA 

<213> Artificial Sequence 



21 



21 



2267 - 



<220> 



<223> Synthetic 

<400> 3368 

tgcagtctcc ttcatcttgg a 

<210> 3369 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3369 
tggacgagat ctcctc 

<210> 3370 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3370 
tggtgctgag tgcgc 

<210> 3371 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3371 

aacgaggcgc acccactagc tc 



21 



16 



15 



22 



2268 - 



<210> 3372 

<211> 22 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3372 

agttcagttc ctgaagggag ta 22 

<210> 3373 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3373 

tcccactaat gtccagc 17 

<210> 3374 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3374 

gagctagtgg gtgcgc 16 

<210> 3375 

<211> 21 

<212> DNA 

<213> Artificial Sequence 



- 2269 - 



<220> 

<223> Synthetic 

<400> 3375 

aacgaggcgc acccttgtct c 

<210> 3376 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3376 

cgtcctcaca ccaggaaact cata 

<210> 3377 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3377 
catagcagcc ttcc 

<210> 3378 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3378 
gagacaaggg tgcgc 



<211> 
<212> 
<213> 



23 
DNA 

Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3379 

aacgaggcgc accttctcat etc 

<210> 3380 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3380 
geateggtte agcccatca 

<210> 3381 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3381 
ggatggaaat cagggagt 

<210> 3382 

<211> 17 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3382 
gagatgagaa ggtgcgc 

<210> 3383 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3383 

ccgtcacgcc tccttctcat etc 

<210> 3384 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3384 
gagatgagaa ggaggcg 

<210> 3385 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3385 

ccgtcgctgc gtcttctcat etc 



<210> 3386 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3386 
gagatgagaa gacgcag 

<210> 3387 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3387 

aacgaggcgc acccttctca tc 

<210> 3388 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3388 
gcatcggttc agcccata 

<210> 3389 

<211> 19 

<212> DNA 

<213> Artificial Sequence 



22 



18 



2273 - 



<220> 

<223> Synthetic 

<400> 3389 
tcggatggaa atcagggag 

<210> 3390 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3390 
gatgagaagg gtgcgc 

<210> 3391 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3391 

ccgtcacgcc tcccttctca tc 

<210> 3392 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3392 
gatgagaagg gaggcg 



<210> 3393 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3393 

aacgaggcgc acgagagatg aggagaggg 

<210> 3394 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3394 

gggccaggaa aggacagaca ggaaa 

<210> 3395 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3395 

ccctctcctc atctctcgtg cgc 

<210> 3396 

<211> 28 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3396 

aacgaggcgc acgagagatg aggagagg 

<210> 3397 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3397 

gccaggaaag gacagacagg aac 

<210> 3398 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3398 

cctctcctca tctctcgtgc gc 

<210> 3399 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3399 

aacgaggcgc actggaggaa actcag 



<210> 3400 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3400 

ggaattcaag ctaataaaga tatcatgaa 

<210> 3401 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3401 
agctccaata ggtacagcc 

<210> 3402 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3402 
ctgagtttcc tccagtgcgc 

<210> 3403 

<211> 23 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3403 

aacgaggcgc actcctttcc aag 

<210> 3404 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3404 

caagagtgtg ggatctgagt tgaa 

<210> 3405 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3405 
gtatgcagca tggcc 

<210> 3406 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3406 
cttggaaagg agtgcgc 



<210> 3407 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3407 
gtatgcagca tggcctcctc 

<210> 3408 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3408 
aacgaggcgc actcggccca 

<210> 3409 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3409 

ccatctgtca cgtcatacct ga 

<210> 3410 

<211> 13 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3410 
gccatcactg ccc 

<210> 3411 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3411 
tgggccgagt gcgc 

<210> 3412 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3412 

ccatctgtca cgtcatacct ga 

<210> 3413 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3413 

aacgaggcgc acgtcctgtg c 



<210> 3414 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3414 

agtcttttcc aattcgctcc tc 

<210> 3415 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3415 
atttgcgatc tgtgtcttc 

<210> 3416 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3416 
gcacaggacg tgcgc 

<210> 3417 

<211> 21 

<212> DNA 

<213> Artificial Sequence 



19 



15 



2281 - 



<220> 

<223> Synthetic 

<400> 3417 

ccgtcacgcc tcgtcctgtg c 21 

<210> 3418 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3418 

gcacaggacg aggcg 15 

<210> 3419 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3419 

aacgaggcgc accttctttc ataag 25 

<210> 3420 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3420 

cttctttcgt agttctgcat tgcga 25 



- 2282 - 



<210> 3421 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3421 

ccacagaatt taaagctctt ttg 

<210> 3422 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3422 
cttatgaaag aaggtgcgc 

<210> 3423 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3423 

ccgtcacgcc tccttctttc ataag 

<210> 3424 

<211> 19 

<212> DNA 

<213> Artificial Sequence 



19 



25 



2283 - 



<220> 

<223> Synthetic 

<400> 3424 

cttatgaaag aaggaggcg 19 

<210> 3425 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3425 

ccgtcacgcc tcgtcttggc c 21 

<210> 3426 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3426 

gcccagagaa tagcgaggtg ca 22 

<210> 3427 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3427 

ttctccatgt cgtcaaaggt gg 22 



- 2284 - 



<210> 3428 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3428 
ggccaagacg aggcg 

<210> 3429 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3429 

aacgaggcgc acctttcagt tttg 

<210> 3430 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3430 

tctatgtcat gttcacaggt aagaatttct 

<210> 3431 

<211> 17 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3431 
ctttctcaga tcttggc 

<210> 3432 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3432 
caaaactgaa aggtgcgc 

<210> 3433 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3433 

ccgtcacgcc tcctttcagt tttg 

<210> 3434 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3434 
caaaactgaa aggaggcg 



<210> 3435 

<211> 13 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_f eature 

<222> (3) . . (3) 

<223> The residue at this position is linked to a Z28 quenching group. 

<400> 3435 

cactgcttcg tgg 13 

<210> 3436 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3436 

ccaggaagca agtggtgcgc ctcgttt 27 

<210> 3437 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3437 



- 2287 - 



ccaggaagca agtggaggcg tgacggt 

<210> 3438 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3438 

ccaggaagca agtgacgcag cgacggt 

<210> 3439 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3439 

aacgaggcgc actcagtgga gag 

<210> 3440 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3440 
ggtctgcctc gtgagca 

<210> 3441 

<211> 16 

<212> DNA 



27 



23 



17 



2288 - 



<213> 



Artificial Sequence 



<220> 



<223> 



Synthetic 



<400> 3441 
gtaagccacc acgatg 



16 



<210> 3442 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3442 

tctccactga gtgcgc 16 

<210> 3443 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3443 

aacgaggcgc acccaggtgt g 21 

<210> 3444 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



- 2289 - 



<400> 3444 

tcactgcagg gacttaccca ga 

<210> 3445 

<211> 13 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3445 
tgtgtctgag ccc 

<210> 3446 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3446 
acacctgggt gcgc 

<210> 3447 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3447 
aacgaggcgc acccaggtgt 

<210> 3448 

<211> 14 



<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3448 
gtgtgtctga gccc 

<210> 3449 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3449 

aacgaggcgc acccttcctc t 

<210> 3450 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3450 
ggaggaggag ggctgga 

<210> 3451 

<211> 18 

<212> DNA 

<213> Artificial Sequence 



<220> 



<223> Synthetic 

<400> 3451 
tgggactatt gatcaggg 

<210> 3452 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3452 
agaggaaggg tgcgc 

<210> 3453 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3453 

aacgaggcgc accttcatta ttggc 

<210> 3454 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3454 

ccacaagctt ccgagtgcgt cata 



<210> 3455 



<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3455 
cacaggaaac gacttcttgg 

<210> 3456 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3456 
gccaataatg aaggtgcgc 

<210> 3457 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3457 
aacgaggcgc accgctgcgt 

<210> 3458 

<211> 17 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3458 
ggccctgcac ctcagaa 

<210> 3459 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3459 
gtgagcttct gggg 

<210> 3460 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3460 
acgcagcggt gcgc 

<210> 3461 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3461 

aacgaggcgc acctgtccgt c 



14 



14 



21 



2294 - 



<210> 3462 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3462 

cagattcagc cagagtgtga agtaga 

<210> 3463 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3463 
ttcttggagc aaaggtag 

<210> 3464 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3464 
agacggacag gtgcgc 

<210> 3465 

<211> 22 

<212> DNA 

<213> Artificial Sequence 



<223> Synthetic 



<400> 3465 

aacgaggcgc acctgtccgt ct 

<210> 3466 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3466 
tcttggagca aaggtagt 

<210> 3467 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3467 

aacgaggcgc acccagagtg tg 

<210> 3468 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3468 

gcagaagcag ttccagattc aga 



<210> 3469 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3469 
aagtagctgt ccgtct 

<210> 3470 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3470 
cacactctgg gtgcgc 

<210> 3471 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3471 

aacgaggcgc acccagagtg t 

<210> 3472 

<211> 16 

<212> DNA 

<213> Artificial Sequence 



16 



21 



2297 - 



<220> 

<223> Synthetic 

<400> 3472 
gaagtagctg tccgtc 

<210> 3473 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3473 

aacgaggcgc accagaaagt agagca 

<210> 3474 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3474 
agacttgtgg ctgccgctga 

<210> 3475 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3475 
tgtacacgtt gcccatg 



<210> 3476 

<211> 20 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3476 

tgctctactt tctggtgcgc 20 

<210> 3477 

<211> 13 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<220> 

< 2 2 1 > mis c_f eature 

<222> (3) . . (3) 

<223> The residue at this position is linked to a Z28 quenching group. 



<400> 3477 

cactgcttcg tgg 13 

<210> 3478 

<211> 27 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 3478 

ccaggaagca agtggtgcgc ctcgttt 27 



- 2299 - 



<210> 3479 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3479 

ccaggaagca agtggaggcg tgacggt 

<210> 3480 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3480 

ccaggaagca agtgacgcag cgacggt 

<210> 3481 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3481 

aacgaggcgc accatgcgga tct 

<210> 3482 

<211> 18 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3482 
gccttccctc ggagcgaa 

<210> 3483 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3483 
gctgcatctg cttgga 

<210> 3484 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3484 
agatccgcat ggtgcgc 

<210> 3485 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3485 

aacgaggcgc acctgcacat cac 



<210> 3486 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3486 

caccttgtct ccagtcttta tcaga 

<210> 3487 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3487 
tcagaatttc aatggtgcc 

<210> 3488 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3488 
gtgatgtgca ggtgcgc 

<210> 3489 

<211> 24 

<212> DNA 

<213> Artificial Sequence 



19 



17 



- 2302 - 



<220> 

<223> Synthetic 

<400> 3489 

aacgaggcgc acctgcacat cact 24 

<210> 3490 

<211> 19 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3490 

cagaatttca atggtgcct 19 

<210> 3491 

<211> 24 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3491 

aacgaggcgc acctccacag acaa 24 

<210> 3492 

<211> 26 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 3492 

cagtaagtgg gaaggtgtac tcagta 26 



- 2303 - 



<210> 3493 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3493 
tgccaggacg cgct 

<210> 3494 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3494 
ttgtctgtgg aggtgcgc 

<210> 3495 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3495 

aacgaggcgc acctccaggt g 

<210> 3496 

<211> 20 

<212> DNA 

<213> Artificial Sequence 



18 



21 



2304 - 



<220> 

<223> Synthetic 

<400> 3496 
tctccagagc tgggttgtta 

<210> 3497 

<211> 13 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3497 
gcccctgata gcc 

<210> 3498 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3498 
acctggaggt gcgc 

<210> 3499 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3499 

aacgaggcgc accatgcgga tctg 



<210> 3500 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3500 
gccttccctc ggagcgaa 

<210> 3501 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3501 
ctgcatctgc ttggag 

<210> 3502 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3502 
cagatccgca tggtgcgc 

<210> 3503 

<211> 24 

<212> DNA 

<213> Artificial Sequence 



16 



18 



2306 - 



<220> 

<223> Synthetic 

<400> 3503 

aacgaggcgc acacatgcgg atct 

<210> 3504 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3504 
gccttccctc ggagcgc 

<210> 3505 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3505 
gctgcatctg cttgg 

<210> 3506 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3506 
agatccgcat gtgtgcgc 



<210> 3507 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3507 

ccgtcacgcc tcccattatg ctaca 

<210> 3508 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3508 

ttgtccccgt acttgatgtt gta 

<210> 3509 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3509 
gtcaaacagc actggc 

<210> 3510 

<211> 19 

<212> DNA 

<213> Artificial Sequence 



23 



16 



2308 - 



<220> 

<223> Synthetic 

<400> 3510 

tgtagcataa tgggaggcg 19 

<210> 3511 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3511 

aacgaggcgc acccattatg ctaca 25 

<210> 3512 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3512 

tgtagcataa tgggtgcgc 19 

<210> 3513 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3513 

aacgaggcgc acggagacaa tec 23 



- 2309 - 



<210> 3514 

<211> 22 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3514 

gtcaaacagc actggctcct gc 22 

<210> 3515 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3515 

cgatgttgga acggaggaac 20 

<210> 3516 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3516 

ggattgtctc cgtgcgc 17 

<210> 3517 

<211> 23 

<212> DNA 

<213> Artificial Sequence 



- 2310 - 



<220> 

<223> Synthetic 

<400> 3517 

ccgtcacgcc tcggagacaa tec 

<210> 3518 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3518 
ggattgtctc egaggeg 

<210> 3519 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3519 

aacgaggege aeggattccg tat 

<210> 3520 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3520 

agccatatcc agaagcaaga tettge 



<210> 3521 

<211> 12 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3521 
gagggctcgg gc 

<210> 3522 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3522 
atacggaatc cgtgcgc 

<210> 3523 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3523 

ccgtcacgcc tcggattccg tat 

<210> 3524 

<211> 17 

<212> DNA 

<213> Artificial Sequence 



17 



23 



2312 - 



<220> 

<223> Synthetic 

<400> 3524 
atacggaatc cgaggcg 

<210> 3525 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3525 
aacgaggcgc accttctggc 

<210> 3526 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3526 
ctcttgcagc tcgtgcaga 

<210> 3527 

<211> 11 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



<400> 3527 
gcgcgccctc t 



<210> 3528 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3528 
gccagaaggt gcgc 

<210> 3529 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3529 

aacgaggcgc accttctggc g 

<210> 3530 

<211> 12 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3530 
cgcgccctct tg 

<210> 3531 

<211> 21 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3531 

aacgaggcgc accgctgtag g 

<210> 3532 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3532 
gctggcgcag ctcgta 

<210> 3533 

<211> 13 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3533 
gggccagatg cgt 

<210> 3534 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3534 
cctacagcgg tgcgc 



<210> 3535 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3535 

aacgaggcgc acctcagcct t 

<210> 3536 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3536 

ggccgtgtgt ggttactgag a 

<210> 3537 

<211> 13 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3537 
gggcgtggtg tgc 

<210> 3538 

<211> 15 

<212> DNA 

<213> Artificial Sequence 



21 



13 



- 2316 - 



<220> 

<223> Synthetic 

<400> 3538 
aaggctgagg tgcgc 

<210> 3539 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3539 

aacgaggcgc acctcagcct tg 

<210> 3540 

<211> 13 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3540 
ggcgtggtgt gcg 

<210> 3541 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3541 

aacgaggcgc accagccttg g 



<210> 3542 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3542 

ccgtgtgtgg ttactgagct a 

<210> 3543 

<211> 13 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3543 
gcgtggtgtg egg 

<210> 3544 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3544 
ccaaggctgg tgege 

<210> 3545 

<211> 20 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3545 
aacgaggcgc acgctccttc 

<210> 3546 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3546 
gctcctgctc ctgtgc 

<210> 3547 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3547 
tgctgttgct cacattc 

<210> 3548 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3548 
gaaggagcgt gcgc 



<210> 3549 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3549 

aacgaggcgc acgctccttc t 

<210> 3550 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3550 
gctgttgctc acattct 

<210> 3551 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3551 

ccgtcacgcc tcgctccttc tgc 

<210> 3552 

<211> 18 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3552 

cagctcctgc tcctgtgc 18 

<210> 3553 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3553 

tgttgctcac attcttgctc aggc 24 

<210> 3554 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3554 

gcagaaggag cgaggcg 17 

<210> 3555 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3555 

aacgaggcgc acctggacgt tg 22 



- 2321 - 



<210> 3556 

<211> 34 

<212> DMA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3556 

ggaagaacaa ttttcaatca tttcatagta cata 34 

<210> 3557 

<211> 11 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3557 

gtggcagccc g 1± 

<210> 3558 

<211> 16 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3558 

caacgtccag gtgcgc 16 

<210> 3559 

<211> 28 

<212> DNA 

<213> Artificial Sequence 



- 2322 - 



<220> 

<223> Synthetic 

<400> 3559 

aacgaggcgc acatcatttc atagtaca 

<210> 3560 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3560 

ggcagtggtg gaagaacaat tttcac 

<210> 3561 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3561 
tctggacgtt ggtgg 

<210> 3562 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3562 

tgtactatga aatgatgtgc gc 



<210> 3563 

<211> 31 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3563 

aacgaggcgc acatcatttc atagtacatc t 

<210> 3564 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3564 

agtttggcag tggtggaaga acaattttca g 

<210> 3565 

<211> 18 

<212> DNA 

<213> Artificial Sequence 



31 



31 



<220> 

<223> Synthetic 

<400> 3565 

ggacgttggt ggcagccc 18 

<210> 3566 

<211> 25 

<212> DNA 

<213> Artificial Sequence 



- 2324 - 



<220> 

<223> Synthetic 

<400> 3566 

agatgtacta tgaaatgatg tgcgc 

<210> 3567 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3567 

aacgaggcgc acctctagtg atct 

<210> 3568 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3568 

ctctctgttt acaggtaagg tgtga 

<210> 3569 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



<400> 3569 
tgcttcacac caaggac 



<210> 3570 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3570 
agatcactag aggtgcgc 

<210> 3571 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3571 

ccgtcacgcc tcctctagtg atcttgct 

<210> 3572 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3572 

gtctctctgt ttacaggtaa ggtgtgg 

<210> 3573 

<211> 22 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3573 

agcaagatca ctagaggagg eg 22 

<210> 3574 

<211> 13 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_f eature 

<222> (3) . . (3) 

<223> The residue at this position is linked to a Z2 8 quenching group. 

<400> 3574 

cactgcttcg tgg 13 

<210> 3575 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3575 

ccaggaagca agtggtgcgc ctcgttt 27 

<210> 3576 

<211> 27 

<212> DNA 



- 2327 - 



<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3576 

ccaggaagca agtggaggcg tgacggt 27 

<210> 3577 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3577 

ccaggaagca agtgacgcag cgacggt 27 

<210> 3578 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3578 

aacgaggcgc acagaggtta gagaag 26 

<210> 3579 

<211> 26 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 



- 2328 - 



<400> 3579 

ggaggaaggg ctctagtata ataggc 



26 



<210> 3580 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3580 
gcttcccagc ttttgtagc 

<210> 3581 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3581 
cttctctaac ctctgtgcgc 

<210> 3582 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3582 

ccgtcacgcc tcgttggctc ttccc 

<210> 3583 

<211> 18 



20 



25 



2329 - 



<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3583 
ggcttgggct tccgtctc 

<210> 3584 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3584 
gggaagagcc aacgaggcg 

<210> 3585 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3585 

ccgtcacgcc tcgcctatgt cctt 

<210> 3586 

<211> 26 

<212> DNA 

<213> Artificial Sequence 



<220> 



<223> Synthetic 

<400> 3586 

a 99tcgctta gtccaactta atgaac 

<210> 3587 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3587 

cgcgtactga cggaagcact gtc 

<210> 3588 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3588 
aaggacatag gcgaggcg 

<210> 3589 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3589 

aacgaggcgc acgcttccga tgtact 



<210> 3590 



<211> 
<212> 
<213> 



34 
DNA 

Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3590 

gcatgtaatc tgcaacattc tggcccatga tgta 34 

<210> 3591 

<211> 39 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3591 

tctgcattaa attccttgct ttcagaatca taaccaggg 39 

<210> 3592 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3592 

agtacatcgg aagcgtgcgc 2 0 

<210> 3593 

<211> 20 

<212> DNA 

<213> Artificial Sequence 



- 2332 - 



<220> 

<223> Synthetic 

<400> 3593 

aacgaggcgc acgcttccga 20 

<210> 3594 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3594 

gcaacattct ggcccatgat gtc 23 

<210> 3595 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3595 

tgtacttctg cattaaattc ct 22 

<210> 3596 

<211> 14 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 3596 

tcggaagcgt gcgc 14 



- 2333 - 



<210> 3597 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3597 

aacgaggcgc accttccgat 2 0 

<210> 3598 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3598 

gcaacattct ggcccatgat gtga 24 

<210> 3599 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3599 

gtacttctgc attaaattcc t 21 

<210> 3600 

<211> 14 

<212> DNA 

<213> Artificial Sequence 



- 2334 - 



<220> 

<223> Synthetic 

<400> 3600 

atcggaaggt gcgc 14 

<210> 3601 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3601 

ccgtcacgcc tcctctttgc ttaac 25 

<210> 3602 

<211> 43 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3602 

cattttcctt ggctagaaaa cgaactctgt acgtataagg aca 43 

<210> 3603 

<211> 26 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 3603 

ttgaatgttg ctgctgttca tcatca 26 



- 2335 - 



<210> 3604 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3604 
gttaagcaaa gaggaggcg 

<210> 3605 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3605 

ccgtcacgcc tccgattcct tcca 

<210> 3606 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3606 

cacgtctgtc ttatagtgga gactcaa 

<210> 3607 

<211> 29 

<212> DNA 

<213> Artificial Sequence 



<223> Synthetic 

<400> 3607 

cataccgata gatgatttcc cagagccgc 

<210> 3608 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3608 
tggaaggaat cggaggcg 

<210> 3609 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3609 

aacgaggcgc accgaacagt gt 

<210> 3610 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3610 
acactgttcg gtgcgc 



<210> 3611 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3611 

ccgtcacgcc tccgaacagt gt 22 

<210> 3612 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3612 

acactgttcg gaggcg 16 

<210> 3613 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3613 

gcagggagaa gtcagctta 19 

<210> 3614 

<211> 11 

<212> DNA 

<213> Artificial Sequence 



- 2338 - 



<223> Synthetic 

<400> 3614 
gcctccctcc a 

<210> 3615 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3615 

aacgaggcgc acgtactcgt agg 

<210> 3616 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3616 
cctacgagta cgtgcgc 

<210> 3617 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3617 

ccgtcacgcc tcgtactcgt agg 



<210> 3618 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3618 
cctacgagta cgaggcg 

<210> 3619 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3619 
cacgctgggc cgcagc 

<210> 3620 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3620 
gcatgtccag ctttg 

<210> 3621 

<211> 26 

<212> DNA 

<213> Artificial Sequence 



16 



15 



2340 - 



<220> 

<223> Synthetic 

<400> 3621 

ccgtcacgcc tcttgtagac atcctg 

<210> 3622 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3622 

gccaacagga acagtaccaa taccaccaat ta 

<210> 3623 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3623 
gagaggcagg cgcaaggg 

<210> 3624 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3624 
caggatgtct acaagaggcg 



<210> 3625 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3625 

ccgtcacgcc tccccgtttt c 

<210> 3626 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3626 
gaaaacgggg aggcg 

<210> 3627 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3627 

aacgaggcgc accccgtttt c 

<210> 3628 

<211> 15 

<212> DNA 

<213> Artificial Sequence 



15 



21 



2342 - 



<223> Synthetic 

<400> 3628 
gaaaacgggg tgcgc 

<210> 3629 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3629 

gggcatctgt tgcacgtaga caa 

<210> 3630 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3630 
ttctcagatc ccgtc 

<210> 3631 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3631 

ccgtcacgcc tccccgtttt ct 



<210> 3632 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3632 

gggcatctgt tgcacgtaga caa 

<210> 3633 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3633 
tctcagatcc cgtca 

<210> 3634 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3634 
agaaaacggg gaggcg 

<210> 3635 

<211> 23 

<212> DNA 

<213> Artificial Sequence 



15 



16 



2344 - 



<220> 

<223> Synthetic 

<400> 3635 

aacgaggcgc acctccaatc tea 23 

<210> 3636 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3636 

cccccactaa gatttatacc cttcta 26 

<210> 3637 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3637 

gccaaatctc ctcca 15 

<210> 3638 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3638 

tgagattgga ggtgcgc 17 



- 2345 - 



<210> 3639 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3639 

aacgaggcgc actcggactg t 

<210> 3640 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3640 

gccataatgt ccaggttcac atca 

<210> 3641 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3641 
ggcttccgaa tcatgtt 

<210> 3642 

<211> 15 

<212> DNA 

<213> Artificial Sequence 



24 



17 



2346 - 



<220> 

<223> Synthetic 

<400> 3642 
acagtccgag tgcgc 

<210> 3643 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3643 

aacgaggcgc accaaacctg ttca 

<210> 3644 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3644 

catccactgt ggaaatatcg ccgga 

<210> 3645 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3645 
caatccggcc tgtg 



<210> 3646 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3646 
tgaacaggtt tggtgcgc 

<210> 3647 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3647 

aacgaggcgc acgcaactcg ca 

<210> 3648 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3648 
ggcctgcaga gactctgc 

<210> 3649 

<211> 15 

<212> DNA 

<213> Artificial Sequence 



22 



18 



2348 - 



<223> Synthetic 

<400> 3649 
gccactgcta agcac 

<210> 3650 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3650 
tgcgagttgc gtgcgc 

<210> 3651 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3651 

aacgaggcgc accctctctg a 

<210> 3652 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3652 

gccttttaaa aggaaagggc aaccttga 



<210> 3653 

<211> 15 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3653 

tggtcctgac ctaca 15 

<210> 3654 

<211> 15 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3654 

tcagagaggg tgcgc 15 

<210> 3655 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3655 

aacgaggcgc acgatagcca g 21 

<210> 3656 

<211> 31 

<212> DNA 

<213> Artificial Sequence 



- 2350 - 



<220> 

<223> Synthetic 

<400> 3656 

tgcatccttc acatgtcatg acattgaagt 

<210> 3657 

<211> 12 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3657 
tggccttgtc cc 

<210> 3658 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3658 
ctggctatcg tgcgc 

<210> 3659 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3659 

aacgaggcgc acgcagtgtc t 



<210> 



3660 



<211> 



20 



<212> 



DNA 



<213> 



Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3660 
aagttgctgg aagccacctc 

<210> 3661 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3661 
tccaagcagt aggaca 

<210> 3662 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3662 
agacactgcg tgcgc 

<210> 3663 

<211> 21 

<212> DNA 

<213> Artificial Sequence 



<223> Synthetic 

<400> 3663 

aacgaggcgc accatccaga g 

<210> 3664 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3664 

cctccaaaag gaaactggag gtatacttta 

<210> 3665 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3665 
cctctttggt actaagc 

<210> 3666 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3666 
ctctggatgg tgcgc 



<210> 3667 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3667 

aacgaggcgc accttctatt agtga 25 

<210> 3668 

<211> 35 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3668 

cagattcatg aagaaccctg tatcattgat atcaa 35 

<210> 3669 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3669 

tgtttgacat cagatcttct aaat 24 

<210> 3670 

<211> 19 

<212> DNA 

<213> Artificial Sequence 



- 2354 - 



<220> 

<223> Synthetic 

<400> 3670 
tcactaatag aaggtgcgc 

<210> 3671 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3671 

aacgaggcgc acaatatcct gtcc 

<210> 3672 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3672 

cccgtagaaa ccttacattt atggtcctc 

<210> 3673 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3673 

atcaacactg accatcccct ctgt 



<210> 3674 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3674 
ggacaggata ttgtgcgc 

<210> 3675 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3675 

aacgaggcgc accatttcct gctg 

<210> 3676 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3676 

gattcatcag ctgcattttc taattcaact 

<210> 3677 

<211> 20 

<212> DNA 

<213> Artificial Sequence 



<223> Synthetic 

<400> 3677 
tctgcattgt gacaagtttg 

<210> 3678 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3678 
cagcaggaaa tggtgcgc 

<210> 3679 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3679 

ccgtcacgcc tccatccaga g 

<210> 3680 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3680 

cctccaaaag gaaactggag gtatacttta 



<210> 3681 

<211> 17 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3681 

cctctttggt actaagc 17 

<210> 3682 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3682 

ctctggatgg aggcg 15 

<210> 3683 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3683 

aacgaggcgc acctttcaag gtg 23 

<210> 3684 

<211> 20 

<212> DNA 

<213> Artificial Sequence 



- 2358 - 



<223> Synthetic 

<400> 3684 
ctgtaggccc caaagacgta 

<210> 3685 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3685 
acaggcttgc ctgt 

<210> 3686 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3686 

caccttgaaa ggtgcgcctc gtt 

<210> 3687 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3687 

aacgaggcgc acttcactcc aaat 



<210> 3688 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3688 

tcttgtggat tgttgagaga gtcgatga 

<210> 3689 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3689 
gatgtgctag tgatcacatc 

<210> 3690 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3690 

atttggagtg aagtgcgcct cgtt 

<210> 3691 

<211> 23 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3691 

aacgaggcgc actcactcca aat 23 

<210> 3692 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3692 

ttgtggattg ttgagagagt cgatgta 27 

<210> 3693 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3693 

gatgtgctag tgatcacatc 2 0 

<210> 3694 

<211> 23 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 3694 

atttggagtg agtgcgcctc gtt 23 



- 2361 - 



<210> 3695 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3695 

aacgaggcgc accataatga aggagag 

<210> 3696 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3696 

gggtgagtgg ccagttcata a 

<210> 3697 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3697 
aacactgctc gtggttt 

<210> 3698 

<211> 21 

<212> DNA 

<213> Artificial Sequence 



21 



17 



2362 - 



<220> 

<223> Synthetic 

<400> 3698 

ctctccttca ttatggtgcg c 

<210> 3699 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3699 

aacgaggcgc agataatgaa ggagag 

<210> 3700 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3700 

ggtgagtggc ctgttcatac c 

<210> 3701 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3701 
aacactgctc gtggttt 



<210> 3702 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3702 
ctctccttca ttatctgcgc 

<210> 3703 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3703 

aacgaggcgc acgagagcaa acct 

<210> 3704 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3704 

actctgatta gagcaagttt catgttcatc 

<210> 3705 

<211> 18 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3705 

catgccaatg cagtttct 18 

<210> 3706 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3706 

aggtttgctc tcgtgcgc 18 

<210> 3707 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3707 

aacgaggcgc acgtttcaag gtg 23 

<210> 3708 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3708 

ctgtaggccc caaagacgtc 20 



- 2365 - 



<210> 3709 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3709 
acaggcttgc ctgt 

<210> 3710 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3710 

caccttgaaa cgtgcgcctc gtt 

<210> 3711 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3711 

aacgaggcgc actttcaagg tg 

<210> 3712 

<211> 21 

<212> DNA 

<213> Artificial Sequence 



23 



22 



2366 - 



<220> 

<223> Synthetic 

<400> 3712 

ctgtaggccc caaagacgtg a 21 

<210> 3713 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3713 

acaggcttgc ctgt 14 

<210> 3714 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3714 

caccttgaaa gtgcgcctcg tt 22 

<210> 3715 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3715 

aacgaggcgc acctcactcc aaat 24 



- 2367 - 



<210> 3716 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3716 

tcttgtggat tgttgagaga gtcgatga 

<210> 3717 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3717 
gatgtgctag tgatcacatc 

<210> 3718 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3718 

atttggagtg aggtgcgcct cgtt 

<210> 3719 

<211> 27 

<212> DNA 

<213> Artificial Sequence 



<223> Synthetic 

<400> 3719 

aacgaggcgc actataatga aggagag 

<210> 3720 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3720 

999tgagtgg ccagttcata a 

<210> 3721 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3721 
aacactgctc gtggttt 

<210> 3722 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3722 

ctctccttca ttatagtgcg c 



<210> 3723 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3723 

aacgaggcgc agataatgaa ggagag 

<210> 3724 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3724 

gggtgagtgg ccagttcata tc 

<210> 3725 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3725 
aacactgctc gtggttt 

<210> 3726 

<211> 20 

<212> DNA 

<213> Artificial Sequence 



<223> Synthetic 

<400> 3726 
ctctccttca ttatctgcgc 

<210> 3727 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3727 

aacgaggcgc accgagagca aacc 

<210> 3728 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3728 

tctgactaga gcaagtttca tgttcaa 

<210> 3729 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3729 
tcatgccaat gcagtttc 



<210> 3730 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3730 
ggtttgctct cggtgcgc 

<210> 3731 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3731 

aacgaggcgc aggagagcaa acct 

<210> 3732 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3732 

tctgactaga gcaagtttca tgttcacc 

<210> 3733 

<211> 18 

<212> DNA 

<213> Artificial Sequence 



<223> Synthetic 

<400> 3733 
catgccaatg cagtttct 

<210> 3734 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3734 
aggtttcgtc tcctgcgc 

<210> 3735 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3735 

aacgaggcgc acagcatgat aagca 

<210> 3736 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3736 
tgcttatcat gctgtgcgc 



<210> 3737 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3737 

ccgtcacgcc tcagcatgat aagca 

<210> 3738 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3738 
tgcttatcat gctgaggcg 

<210> 3739 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3739 
ggtgcagccc agtgagc 

<210> 3740 

<211> 22 

<212> DNA 

<213> Artificial Sequence 



19 



17 



- 2374 - 



<220> 

<223> Synthetic 

<400> 3740 

gcaacattaa caccaggatg at 22 

<210> 3741 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3741 

aacgaggcgc acggaggtga at tag 25 

<210> 3742 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3742 

ctaattcacc tccgtgcgc 19 

<210> 3743 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3743 

ccgtcacgcc tcggaggtga attag 25 



- 2375 - 



<210> 3744 

<211> 19 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3744 

ctaattcacc tccgaggcg 19 

<210> 3745 

<211> 24 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3745 

tcacagccca tttttcttgt tcac 24 

<210> 3746 

<211> 18 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3746 

tgttaagcac ctgtttct 18 

<210> 3747 

<211> 24 

<212> DNA 

<213> Artificial Sequence 



- 2376 - 



<220> 

<223> Synthetic 

<400> 3747 

aacgaggcgc acggaggtga atta 24 

<210> 3748 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3748 

taattcacct ccgtgcgc 18 

<210> 3749 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3749 

ccgtcacgcc tcggaggtga atta 24 

<210> 3750 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3750 

taattcacct ccgaggcg 18 



- 2377 - 



<210> 3751 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3751 

tcacagccca tttttcttgt tcac 

<210> 3752 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3752 
gtgttaagca cctgtttc 

<210> 3753 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3753 

aacgaggcgc acgacagatt ccttt 

<210> 3754 

<211> 19 

<212> DNA 

<213> Artificial Sequence 



18 



25 



2378 - 



<220> 

<223> Synthetic 

<400> 3754 

aaaggaatct gtcgtgcgc 19 

<210> 3755 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3755 

ccgtcacgcc tcgacagatt ccttt 25 

<210> 3756 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3756 

aaaggaatct gtcgaggcg 19 

<210> 3757 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3757 

atgtcgcagt gactttccca atagc 25 



- 2379 - 



<210> 3758 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3758 

tacctttata tgtgtcgatt atgg 

<210> 3759 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3759 

aacgaggcgc acggttttca actg 

<210> 3760 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3760 
cagttgaaaa ccgtgcgc 

<210> 3761 

<211> 24 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3761 

ccgtcacgcc tcggttttca actg 

<210> 3762 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3762 
cagttgaaaa ccgaggcg 

<210> 3763 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3763 

tctgtgcaga aacaatagtt gtctgc 

<210> 3764 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3764 
gagaggcaaa ggcct 



<210> 3765 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3765 

aacgaggcgc accgtatttg aagacataag 

<210> 3766 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3766 

ggctgaccat actgttgctc taa 

<210> 3767 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3767 

taaaagcacc aatatagctg ct 

<210> 3768 

<211> 24 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3768 

cttatgtctt caaatacggt gcgc 24 

<210> 3769 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3769 

aacgaggcgc accagcagta aaacat 26 

<210> 3770 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3770 

aggtaaaagg acaatgacat caa 23 

<210> 3771 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3771 

gagaatttgg caattccaac g 21 



- 2383 - 



<210> 3772 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3772 
atgttttact gctggtgcgc 

<210> 3773 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3773 

aacgaggcgc acctacatat ccaatatc 

<210> 3774 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3774 

cttaggagtt attctgatag tgctcagata 

<210> 3775 

<211> 25 

<212> DNA 

<213> Artificial Sequence 



<223> Synthetic 

<400> 3775 

cacgtacatt ttagcaaaca gagat 

<210> 3776 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3776 

gatattggat atgtaggtgc gc 

<210> 3777 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3777 

aacgaggcgc accaagaagg atatcatc 

<210> 3778 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3778 

cagattagag ggaaatatag aagttgaaaa 



<210> 3779 

<211> 29 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3779 

gaagtaagaa atgaaaattt ggcaattcc 29 

<210> 3780 

<211> 22 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3780 

gatgatatcc ttcttggtgc gc 22 

<210> 3781 

<211> 26 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3781 

aacgaggcgc actaaatgtg gtacct 26 

<210> 3782 

<211> 31 

<212> DNA 

<213> Artificial Sequence 



- 2386 - 



<223> Synthetic 

<400> 3782 

caggttgaac aatcttcaca gtcaacaaga 

<210> 3783 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3783 
cctgttgcag agaacaaaga 

<210> 3784 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3784 
aggtaccaca tttagtgcgc 

<210> 3785 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3785 

aacgaggcgc acgctgttgt c 



<210> 3786 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3786 

gctgcagttg gtgtagaaaa cctgc 

<210> 3787 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3787 
cagagcatcc tggac 

<210> 3788 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3788 
gacaacagcg tgcgc 

<210> 3789 

<211> 24 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3789 

aacgaggcgc acccaaaatc ctca 24 

<210> 3790 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3790 

ggctgggcat ccagga 16 

<210> 3791 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3791 

ggaacatgaa ctggatgcc 19 

<210> 3792 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3792 

tgaggatttt gggtgcgc 18 



- 2389 - 



<210> 3793 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3793 

ccgtcacgcc tcgctaaggc tc 22 

<210> 3794 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3794 

gttcattcct acctgacagg agatgc 26 

<210> 3795 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3795 

aaagaaggtg atccaggc 18 

<210> 3796 

<211> 16 

<212> DNA 

<213> Artificial Sequence 



- 2390 - 



<223> Synthetic 

<400> 3796 
gagccttagc gaggcg 

<210> 3797 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3797 

aacgaggcgc acccttgacc ttc 

<210> 3798 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3798 
gaaggtcaag ggtgcgc 

<210> 3799 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3799 

ccgtcacgcc tcccttgacc ttc 



<210> 3800 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3800 
gaaggtcaag ggaggcg 

<210> 3801 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3801 

ttgcgttgcg ggcaacatag accaa 

<210> 3802 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3802 

ttgcgtttcg ggcaacatag accaa 

<210> 3803 

<211> 18 

<212> DNA 

<213> Artificial Sequence 



25 



25 



2392 - 



<220> 

<223> Synthetic 

<400> 3803 

tgatccaaca gagtctgg 18 

<210> 3804 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3804 

aacgaggcgc acccgcatcg aag 23 

<210> 3805 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3805 

cttcgatgcg ggtgcgc 17 

<210> 3806 

<211> 23 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 3806 

ccgtcacgcc tcccgcatcg aag 23 



- 2393 - 



<210> 3807 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3807 

cttcgatgcg ggaggcg 17 

<210> 3808 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3808 

ctgccatctt ctccgcatag ta 22 

<210> 3809 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3809 

cgctcattct gcgc 14 

<210> 3810 

<211> 22 

<212> DNA 

<213> Artificial Sequence 



- 2394 - 



<223> Synthetic 

<400> 3810 

aacgaggcgc acccgcatag tc 

<210> 3811 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3811 
gactatgcgg gtgcgc 

<210> 3812 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3812 

ccgtcacgcc tcccgcatag tc 

<210> 3813 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3813 
gactatgcgg gaggcg 



<210> 3814 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3814 
tgcagcctgc catcttcta 

<210> 3815 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3815 
cgcatcgaag cgctca 

<210> 3816 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3816 

aacgaggcgc accaattgcc atagc 

<210> 3817 

<211> 19 

<212> DNA 

<213> Artificial Sequence 



16 



25 



2396 - 



<223> Synthetic 

<400> 3817 
gctatggcaa ttggtgcgc 

<210> 3818 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3818 

ccgtcacgcc tccaattgcc atagc 

<210> 3819 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3819 
gctatggcaa ttggaggcg 

<210> 3820 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3820 

gagggatttt gcccaaagca tcaga 



<210> 3821 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3821 
tttcttctct ggaatttctg 

<210> 3822 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3822 

aacgaggcgc accgctttgc att 

<210> 3823 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3823 
aatgcaaagc ggtgcgc 

<210> 3824 

<211> 23 

<212> DNA 

<213> Artificial Sequence 



23 



17 



2398 - 



<220> 

<223> Synthetic 

<400> 3824 

ccgtcacgcc tccgctttgc att 23 

<210> 3825 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3825 

aatgcaaagc ggaggcg 17 

<210> 3826 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3826 

cagctccctt agtctccatg a 21 

<210> 3827 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3827 

gtccatctga tcaccaaac 19 



- 2399 - 



<210> 3828 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3828 

aacgaggcgc accgacggcc aa 

<210> 3829 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3829 
ttggccgtcg gtgcgc 

<210> 3830 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3830 

ccgtcacgcc tccgacggcc aa 

<210> 3831 

<211> 16 

<212> DNA 

<213> Artificial Sequence 



16 



22 



2400 - 



<223> Synthetic 

<400> 3831 
ttggccgtcg gaggcg 

<210> 3832 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3832 

gtgatgaagg ccactgtcag caa 

<210> 3833 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3833 
gaggaaacca atcacgtcc 

<210> 3834 

<211> 13 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc feature 



<222> (3) . . (3) 

<223> The residue at this position is linked to a Z28 quenching group. 



<400> 3834 

cactgcttcg tgg 13 

<210> 3835 

<211> 27 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3835 

ccaggaagca agtggtgcgc ctcgttt 27 

<210> 3836 

<211> 27 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3836 

ccaggaagca agtggaggcg tgacggt 27 

<210> 3837 

<211> 27 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 3837 

ccaggaagca agtgacgcag cgacggt 27 



- 2402 - 



<210> 3838 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3838 

aacgaggcgc actgtgagca gga 

<210> 3839 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3839 

ggttccagaa ggttagaagt gaggca 

<210> 3840 

<211> 12 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3840 
gcctctgcca gg 

<210> 3841 

<211> 17 

<212> DNA 

<213> Artificial Sequence 



26 



12 



2403 - 



<220> 

<223> Synthetic 

<400> 3841 

tcctgctcac agtgcgc 17 

<210> 3842 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3842 

aacgaggcgc acaatcactg cgcc 24 

<210> 3843 

<211> 26 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 3843 

ccatagagga cattcaggat gactgc 26 

<210> 3844 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3844 

tggcactcac tggg 14 



- 2404 - 



<210> 3845 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3845 
tcctgctcac agtgcgc 

<210> 3846 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3846 

aacgaggcgc acaatcactg cgc 

<210> 3847 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3847 
ctggcactca ctgg 

<210> 3848 

<211> 17 

<212> DNA 

<213> Artificial Sequence 



23 



14 



2405 - 



<220> 

<223> Synthetic 

<400> 3848 

gcgcagtgat tgtgcgc 17 

<210> 3849 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3849 

ccgtcacgcc tccttgctgt gt 22 

<210> 3850 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3850 

ggttctgggt ttcacatttg taga 24 

<210> 3851 

<211> 25 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 3851 

catttcttgt gacattgaat agagt 25 



- 2406 - 



<210> 3852 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3852 
acacagcaag gaggcgc 

<210> 3853 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3853 

aacgaggcgc accactgagt aga 

<210> 3854 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3854 

ggtcctacat cattccttgt gaa 

<210> 3855 

<211> 14 

<212> DNA 

<213> Artificial Sequence 



23 



23 



2407 - 



<220> 

<223> Synthetic 

<400> 3855 
gtgagggtcc tgtt 

<210> 3856 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3856 
tctactcagt ggtgcgc 

<210> 3857 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3857 

aacgaggcgc acttgctgga t 

<210> 3858 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



<400> 3858 

ttggagataa agagctcttg tgtgtga 



<210> 3859 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3859 
gttcccatca atcaga 

<210> 3860 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3860 
atccagcaag tgcgc 

<210> 3861 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3861 

ccgtcacgcc tcgtttctat ctcctttgt 

<210> 3862 

<211> 23 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3862 

cgtcagttgg tcggttcctg ttc 

<210> 3863 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3863 

acaaaggaga tagaaacgag gcg 

<210> 3864 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3864 

ccgtcacgcc tcgtttctat etc 

<210> 3865 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3865 

cgtcagttgg tcggttcctg ttc 



<210> 3866 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3866 
ctttgttacc gcttcc 

<210> 3867 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3867 
gagatagaaa cgaggcg 

<210> 3868 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3868 

aacgcggcgc actgttgttc ct 

<210> 3869 

<211> 19 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3869 
gctgggccat gcagtagaa 

<210> 3870 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3870 
gagcccgagg atgt 

<210> 3871 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3871 
aggaacaaca gtgcgc 

<210> 3872 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3872 

aacgaggcgc actgttgttc c 



<210> 3873 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3873 
tgagcccgag gatgt 

<210> 3874 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3874 

aacgaggcgc acgtctgagt tgt 

<210> 3875 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3875 
gtgggctcag ccgtc 

<210> 3876 

<211> 12 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3876 
ccagcagctg gg 

<210> 3877 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3877 
acaactcaga cgtgcgc 

<210> 3878 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3878 

ccgtcacgcc tcggcttgtg tgttc 

<210> 3879 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3879 

ccgggatagg ttcagggagg cgtc 



<210> 3880 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3880 
ggtttcatgg gggtccct 

<210> 3881 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3881 
gaacacacaa gccgaggcg 

<210> 3882 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3882 

aacgaggcgc acggcttgtg t 

<210> 3883 

<211> 20 

<212> DNA 

<213> Artificial Sequence 



19 



21 



2415 - 



<220> 

<223> Synthetic 

<400> 3883 
gataggttca gggaggcgtc 

<210> 3884 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3884 
gttcggtttc atgggg 

<210> 3885 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3885 
acacaagccg tgcgc 

<210> 3886 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3886 

aacgaggcgc acgtatttct tgatcttc 



<210> 3887 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3887 

ttttgggcct gttgtagtct c 

<210> 3888 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3888 
cgctggcggt tatagag 

<210> 3889 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3889 

gaagatcaag aaatacgtgc gc 

<210> 3890 

<211> 20 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3890 

aacgaggcgc acaccatggc 20 

<210> 3891 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3891 

ctagtgtttt aggtgtgcag gtc 23 

<210> 3892 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3892 

cccaaatgct gttgtatct 19 

<210> 3893 

<211> 14 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 3893 

gccatggtgt gcgc 14 



- 2418 - 



<210> 3894 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3894 

aacgaggcgc acaccatggc c 

<210> 3895 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3895 

ctagtgtttt aggtgtgcag gtc 

<210> 3896 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3896 
ccaaatgctg ttgtatctga 

<210> 3897 

<211> 15 

<212> DNA 

<213> Artificial Sequence 



23 



20 



2419 - 



<220> 

<223> Synthetic 

<400> 3897 
ggccatggtg tgcgc 

<210> 3898 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3898 

aacgcggcgc acgccatttt ccac 

<210> 3899 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3899 

ccacagtcga tgaatccaga aaagcga 

<210> 3900 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3900 
catgatattc ggcaagcag 



<210> 3901 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3901 
tggaaaatgg cgtgcgc 

<210> 3902 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3902 

aacgcggcgc acgccatttt cca 

<210> 3903 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3903 
ccatgatatt cggcaagcag 

<210> 3904 

<211> 24 

<212> DNA 

<213> Artificial Sequence 



23 



20 



2421 - 



<220> 

<223> Synthetic 

<400> 3904 

aacgaggcgc accagttcat tcag 

<210> 3905 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3905 
cgctgcctcg tcctga 

<210> 3906 

<211> 13 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3906 
ggcaccggac agg 

<210> 3907 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3907 
ctgaatgaac tggtgcgc 



<210> 3908 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3908 

ccgtcacgcc tcgtccattg ttca 

<210> 3909 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3909 

tggtccctgt tgtatccttt c 

<210> 3910 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3910 
tcatcatcaa agtgggca 

<210> 3911 

<211> 18 

<212> DNA 

<213> Artificial Sequence 



21 



18 



2423 - 



<220> 

<223> Synthetic 

<400> 3911 
tgaacaatgg acgaggcg 

<210> 3912 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3912 

ccgtcacgcc tcgtccattg ttcat 

<210> 3913 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3913 
catcatcaaa gtgggcatc 

<210> 3914 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



<400> 3914 
atgaacaatg gacgaggcg 



<210> 3915 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3915 

aacgaggcgc actcaaggga taagga 

<210> 3916 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3916 

cctcggagac tggtaatggc aa 

<210> 3917 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3917 
agggtcacat ttgtctg 

<210> 3918 

<211> 20 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3918 
tccttatccc ttgagtgcgc 

<210> 3919 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3919 
ccgtcgctgc gtttcttccc 

<210> 3920 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3920 

caagctttct cctgatagct ca 

<210> 3921 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3921 
ctaccccgca cttc 



<210> 3922 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3922 
gggaagaaac gcag 

<210> 3923 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3923 

ccgtcgctgc gtttcttccc c 

<210> 3924 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3924 
taccccgcac ttct 

<210> 3925 

<211> 15 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3925 
ggggaagaaa cgcag 

<210> 3926 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3926 

aacgaggcgc acggcatcaa gg 

<210> 3927 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3927 

gtttctcctc ggagactggt aatc 

<210> 3928 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3928 

gataaggaag ggtcacattt g 



<210> 3929 

<211> 16 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3929 

ccttgatgcc gtgcgc 16 

<210> 3930 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3930 

aacgaggcgc actcttcttc c 21 

<210> 3931 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3931 

gaaccaagct ttctcctgat agca 24 

<210> 3932 

<211> 13 

<212> DNA 

<213> Artificial Sequence 



- 2429 - 



<223> Synthetic 

<400> 3932 
cctaccccgc act 

<210> 3933 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3933 
ggaagaagag tgcgc 

<210> 3934 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3934 

aacgaggcgc accttttgtt ccga 

<210> 3935 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3935 

agagtgatgg gaattttctg cattttcta 



<210> 3936 

<211> 24 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3936 

gtagtgacat ggtaaaagtt gttt 

<210> 3937 

<211> 18 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3937 
tcggaacaaa aggtgcgc 

<210> 3938 

<211> 23 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3938 

aacgaggcgc accttttgtt ccg 23 

<210> 3939 

<211> 29 

<212> DNA 

<213> Artificial Sequence 



- 2431 - 



<220> 

<223> Synthetic 

<400> 3939 

agagtgatgg gaattttctg cattttcta 

<210> 3940 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3940 

agtagtgaca tggtaaaagt tgt 

<210> 3941 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3941 
cggaacaaaa ggtgcgc 

<210> 3942 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



<400> 3942 

ccgtcacgcc tccttttgtt ccga 



<210> 3943 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3943 

gtagtgacat ggtaaaagtt gttt 

<210> 3944 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3944 
tcggaacaaa aggaggcg 

<210> 3945 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3945 

ccgtcacgcc tccttttgtt ccg 

<210> 3946 

<211> 17 

<212> DNA 

<213> Artificial Sequence 



18 



23 



2433 - 



<220> 

<223> Synthetic 

<400> 3946 
cggaacaaaa ggaggcg 

<210> 3947 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3947 

ccgtcacgcc tcggagtcaa t 

<210> 3948 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3948 
gcaggttgct gtgttgcaac 

<210> 3949 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3949 
gaagaggtgc acagaacg 



<210> 3950 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3950 
attgactccg aggcg 

<210> 3951 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3951 

aacgaggcgc actgatggga attttc 

<210> 3952 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3952 
gtaattcctt cgcccaggga 

<210> 3953 

<211> 20 

<212> DNA 

<213> Artificial Sequence 



26 



20 



2435 - 



<220> 

<223> Synthetic 

<400> 3953 
tttatttctt cttttgtccc 

<210> 3954 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3954 
gaaaattccc atcagtgcgc 

<210> 3955 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3955 

aacgaggcgc actgcttctt ca 

<210> 3956 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3956 

tctcttgact catctgctct tta 



<210> 3957 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3957 
gtcttttgac ttcaggtc 

<210> 3958 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3958 
tgaagaagca gtgcgc 

<210> 3959 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3959 

aacgaggcgc actgcttctt cagt 

<210> 3960 

<211> 23 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3960 

tctcttgact catctgctct tta 

<210> 3961 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3961 
cttttgactt caggtcac 

<210> 3962 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3962 
actgaagaag cagtgcgc 

<210> 3963 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3963 

ccgtcacgcc tcgcctttgt ttg 



<210> 3964 

<211> 34 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3964 

gggcaacatt gacataaagt gtttgcgtac tctc 34 

<210> 3965 

<211> 20 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3965 

ggttcgaatt ccatgtcatc 2 0 

<210> 3966 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3966 

caaacaaagg cgaggcg 17 

<210> 3967 

<211> 27 

<212> DNA 

<213> Artificial Sequence 



- 2439 - 



<220> 

<223> Synthetic 

<400> 3967 

aacgaggcgc acatgtgtaa tttagct 

<210> 3968 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3968 

gtgggcacag aatccatttc atcac 

<210> 3969 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3969 

cggcaaacaa gaacttttcc a 

<210> 3970 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3970 

agctaaatta cacatgtgcg c 



<210> 3971 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3971 

aacgaggcgc acatgtgtaa tttagctc 

<210> 3972 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3972 

ggcaaacaag aacttttcca atat 

<210> 3973 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3973 

gagctaaatt acacatgtgc gc 

<210> 3974 

<211> 23 

<212> DNA 

<213> Artificial Sequence 



24 



22 



2441 - 



<220> 

<223> Synthetic 

<400> 3974 

aacgaggcgc acgcctttgt ttg 

<210> 3975 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3975 

gcaacattga cataaagtgt ttgcgtactc tc 

<210> 3976 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3976 
ggttcgaatt ccatgtcat 

<210> 3977 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3977 
caaacaaagg cgtgcgc 



<210> 3978 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3978 

ccgtcacgcc tcgcctttgt ttg 

<210> 3979 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3979 

gcaacattga cataaagtgt ttgcgtactc 

<210> 3980 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3980 
ggttcgaatt ccatgtcat 

<210> 3981 

<211> 17 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3981 
caaacaaagg cgaggcg 

<210> 3982 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3982 

aagcaggcgc accttccttg g 

<210> 3983 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3983 

ctcttcacgg cgcttgcgtg a 

<210> 3984 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3984 
tcttagacct gcgagcc 



<210> 3985 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3985 
ccaaggaagg tgcgc 

<210> 3986 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3986 

aacgaggcgc actgcttcct tg 

<210> 3987 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3987 
gctcttcacg gcgcttgcga 

<210> 3988 

<211> 18 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 3988 
gtcttagacc tgcgagcc 

<210> 3989 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3989 
caaggaagca gtgcgc 

<210> 3990 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3990 

aagcaggcgc accttccttg g 

<210> 3991 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



<400> 3991 
ctcccggcgc tttcgtga 



<210> 3992 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3992 

tcttagacct gcgagcc 17 

<210> 3993 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3993 

ccaaggaagg tgcgc 15 

<210> 3994 

<211> 22 

<212> DNA 

<213> Artificial Sequence 



<220> 



<223> 



Synthetic 



<400> 3994 

aacgaggcgc actgcttcct tg 



22 



<210> 



3995 



<211> 17 



<212> DNA 



<213> Artificial Sequence 



- 2447 - 



<220> 

<223> Synthetic 

<400> 3995 
cctcccggcg ctttcga 

<210> 3996 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3996 
gtcttagacc tgcgagcc 

<210> 3997 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 3997 
caaggaagca gtgcgc 

<210> 3998 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



<221> misc__f eature 

<222> (4) . . (4) 

<223> The residue at this position is an Eclipse quencher. 

<400> 3998 
cganttttac ttcc 

<210> 3999 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

< 2 2 1 > mi sc_f eature 

<222> (4) . . (4) 

<223> The residue at this position is an Eclipse quencher. 

<400> 3999 
cganttttac ttcctct 

<210> 4000 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 4000 
cgacttttac ttcctct 

<210> 4001 

<211> 25 



- 2449 - 



<212> 
<213> 



DNA 

Artificial Sequence 



<220> 

<223> Synthetic 

<400> 4001 

ggttcaccta cggaaacctt gttaa 25 

<210> 4002 

<211> 22 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 4002 

tctagatagt caagttcgac eg 22 

<210> 4003 

<211> 29 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 

<400> 4003 

tctagatagt caagttcgac cgtcttctc 29 

<210> 4004 

<211> 17 

<212> DNA 

<213> Artificial Sequence 



<220> 



- 2450 - 



<223> Synthetic 

<400> 4004 
agaggaagta aaattcg 



